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460 
BRCAI 
collaboration with Chk2 in tumorigen- 
esis (McPherson et al.}, 1144-1153 
conversion of oligodendrocyte precur- 
sor cells to neural stem cells 
(Kondo and Raff), 2963-2972 
DNA-damage responses and cancer 
susceptibility (Surrallés et al.), 
1359-1370 Meeting Review 
SMC1 phosphorylation during DNA 
damage (Kitagawa et al.}, 1423- 
1438 
BRCA2 
DNA-damage responses and cancer 
susceptibility (Surrallés et al.}, 
1359-1370 Meeting Review 
Breast cancer 
collaboration of Brcal and Chk2 in tu- 
morigenesis (McPherson et al.}, 
1144-1153 
differential gene regulation by SRCs 
(Zhang et al.), 1753-1765 
role of PPARy (Saez et al.), 528-540 
BREVIS RADIX 
regulation of root growth (Mouchel et 
al.), 700-714 


Brgl 
recruitment to promoters by TopBP1 


(Liu et al.}, 673-686 
Brm 
recruitment to promoters by TopBP1 
(Liu et al.), 673-686 
BRUI 
role in DNA damage response and epi- 
genetic regulation (Takeda et 
al.j, 782-793 
BSAP 
control of IgH locus activation (Fuxa et 
al.), 411-422 
BSU1 
modulation of response to brassino- 
steroids in Arabidopsis (Mora- 
Garcia et al.), 448-460 


C 


C/EBP 
effects of gene replacement in WAT 
(Chiu et al.), 1970-1975 
c-Abl 
role in oxidative stress (Li et al.}, 1824— 
1837 
Caenorhabditis elegans 
AAK-2 coupling of lifespan to energy 
levels (Apfeld et al.}, 3004-3009 
conservation of tra-1 in distantly re- 
lated species (Pires-daSilva and 
Sommer}, 1198-1208 
conserved kinetochore protein net- 
work (Cheeseman et al.), 2255- 
2268 
DIN-1 coregulation of diapause (Lude- 
wig et al.), 2120-2133 
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effects of BBS protein mutations in 
(Blacque et al.), 1630-1642 
identification of DAF-12 response ele- 
ments (Shostak et al.), 2529-2544 
regulation of lin-41 by lJet-7 (Vella et 
al.), 132-137 
translation repression by GLD-1 (Lee 
and Schedl), 1047-1059 
Calcineurin 
GSK-3 stimulation of signaling (Hi- 
lioti et al.), 35-47 
Calcium signaling 
GSK-3 stimulation (Hilioti et al.), 35- 
47 
Calorie restriction 
lowering of NADH level (Lin et al.), 
12-16 
Cancer 
chromosome fragility syndromes (Sur- 
rallés et al.), 1359-1370 Meeting 
Review 
collaboration of Brcal and Chk2 in tu- 
morigenesis (McPherson et al.}, 
1144-1153 
common mechanisms underlying de- 
velopment and tumorigenesis 
(Kho et al.), 629-640 
connection with ribosome synthesis 
(Rudra and Warner), 2431-2436 
Perspective 
control of epithelial polarity and pro- 
liferation in Drosophila (Bilder), 
1909-1925 Review 
cyclin-dependent kinases in cell cycle 
and development (Sherr and 
Roberts), 2699-2711 Review 
defective apoptotic response to hy- 
poxia and tumorigenesis (Nel- 
son et al.), 2095-2107 
epigenetic gene regulation (Lund and 
van Lohuizen), 2315-2335 Re- 
view 
FA pathway regulation by ATR (An- 
dreassen et al.), 1958-1963 
FAK function in tumorigenesis 
(McLean et al.), 2998-3003 
hypoxia in normal and diseased states 
(Giacca et al.), 2183-2194 Meet- 
ing Review 
liver tumor escape from C/EBPa 
growth arrest (Wang et al.), 912- 
925 
Pten and ras pathways in skin tumor 
progression (Mao et al.), 1800- 
1805 
reprogramming of a melanoma ge- 
nome (Hochedlinger et al.), 
1875-1885 
resistance with increased [nk4a/Arf 
gene dosage (Matheu et al.), 
2736-2746 
RhoBTB as Cul3 substrate (Wilkins et 
al.), 856-861 
role of Foxm1b in development of he- 
patocarcinomas (Kalinichenko 
et al.), 830-850 


subverting cell death mechanisms 
(Nelson and White), 1223-1226 
Perspective 
tissue-specific activity of retinoblas- 
toma pocket proteins (Dannen- 
berg et al.), 2952-2962 
tumor suppressor function of OVCA1 
(Jensen and Helin), 245-248 Per- 
spective; (Chen and Behringer), 
320-332 
CARMI 
identification of interacting proteins 
(Xu et al.}, 144-156 
Caulobacter crescentus 
dynamic localization of a novel di-guanyl- 
ate cyclase (Paul et al.), 715-727 
CCR4 
role in mRNA turnover (Chang et al.), 
2010-2023 
Cdcl4 
role in anaphase (D’Amours and 
Amon}, 2581-2595 Review 
Cdc20p 
spindle checkpoint destabilization 
(Pan and Chen), 1439-1451 
Cdc42 
promotion of filamentous growth in 
yeast by Msb2 signaling (Cullen 
et al.), 1695-1708 
Cdk1 
control of microtubule-cortex interac- 
tions (Maekawa and Schiebel}, 
1709-1724 
Cdsn 
effects of Spink5 deficiency in mice 
(Yang et al.), 2354-2358 
Cell 
cycle 
APC/C function in quiescent cells 
(Wirth et al.), 88-98 
attenuation by Snail (Vega et al.), 
1131-1143 
collaboration of Brcal and Chk2 in 
tumorigenesis (McPherson et 
al.), 1144-1153 
E2F6 regulation of transcription 
(Giangrande et al.), 2941-2951 
function of Clb5 interaction with 
ORC (Wilmes et al.}, 981-991 
importance of cyclin-dependent ki- 
nases (Sherr and Roberts), 2699- 
2711 Review on in quiescent 
cells (Wirth et al.), 88-98 
regulation of 
rDNA chromosome condensation 
(Lavoie et al.), 76-87 
double-strand break repair (Fer- 
reira and Cooper), 2249-2254 
death 
See also Apoptosis 
induction of necrosis by alkylating 
DNA damage (Zong et al.}, 
1272-1282 
subversion of mechanisms in cancer 
celis (Nelson and White), 1223- 
1226 Perspective 





division 
interaction of Kar9 with Cdkl- 
Clb4 (Maekawa and Schiebel), 
1709-1724 
asymmetric 
action of SCARECROW in Arabi- 
dopsis (Heidstra et al.), 1964-1969 
fate 
respecification of neurons from in- 
ternal to external (Moore et al.), 
623-628 
migration 
BCL9-2 modulation of f-catenin 
function (Brembeck et al.), 
2225-2230 
modulation by p27*!?! (Denicourt 
and Dowdy), 851-855 Perspec- 
tive; (Besson et al.), 862-876 
Vilse mediation of Robo repulsion 
(Lundstrém), 2161-2171 
polarity 
interaction of Kar9 with Cdk1-Clb4 
(Maekawa and Schiebel]}, 1709- 
1724 
loss in Lgl1 knockout mice (Klezo- 
vitch et al.), 559-571 
proliferation 
collaboration of Brcal and Chk2 in 
tumorigenesis (McPherson et 
al.), 1144-1153 
control by Drosophila neoplastic tu- 
mor suppressors (Bilder), 1909- 
1925 Review 
degradation of p27kipl and cell 
cycle progression (Kossatz et 
al.), 2602-2607 
liver tumor escape from C/EBPa 
growth arrest (Wang et al.), 912- 
925 
regulation by 
Lgll (Klezovitch et al.), 559-571 
BRX (Mouchel et al.), 700-714 
repression of Arf by E2F3 (Aslanian 
et al.), 1413-1422 
size 
degradation of p27kip! and cell 
cycle progression (Kossatz et 
al.), 2602-2607 
dependence on ribosome synthesis 
(Rudra and Warner), 2431-2436 
Perspective; (Jorgensen et al.), 
2491-2505 
Centromere 
conserved kinetochore protein net- 
work (Cheeseman et al.), 2255- 
2268 
pairing 
role in meiotic chromosome segre- 
gation (Kemp et al.}, 1946-1951 
Cerberus-like 2 
role in left/right asymmetry (Marques 
et al.), 2342-2347 
Cerebellum 
common mechanisms underlying de- 
velopment and tumorigenesis 
(Kho et al.), 629-640 


cGKIl 
See Cyclic GMP-dependent protein ki- 
nase II 
Chaperones 
role of CHOP in ER stress (Marciniak 
et al.), 3066-3077 
Charybdis 
hypoxia-induced down-regulation of 
S6K in Drosophila (Reiling and 
Hafen), 2879-2892 
Checkpoints 
ATM and ATR function in response to 
alkylating DNA damage (Stojic 
et al.), 1331-1344 
Chk1 requirement for Rad4—-Rad9 in- 
teraction (Furuya et al.), 1154— 
1164 
destabilization of Cdc20p (Pan and 
Chen}, 1439-1451 
DNA damage response proteins in 
telomere maintenance (d’Adda 
di Fagagna et al.), 1781-1799 Re- 
view 
effects of mps1 mutation in zebrafish 
(Poss et al.), 1527-1532 
FA pathway regulation by ATR (An- 
dreassen et al.), 1958-1963 
PP5 regulation of ATM (Ali et al.), 
249-254 
regulation of p73 induction by Chkl 
and Chk2 (Urist et al.), 3041- 
3054 
Rifl function at S phase (Silverman et 
al.), 2108-2119 
SMC1 phosphorylation during DNA 
damage (Kitagawa et al.), 1423- 
1438 
Chemotaxis 
Ga-mediated inhibition in Dictyos- 
telium (Brzostowski et al.}, 805- 
815 
Chkl 
checkpoint requirement for Rad4— 
Rad9 interaction (Furuya et al.}, 
1154-1164 
regulation of p73 induction (Urist et 
al.), 3041-3054 
Chk2 
collaboration with Brcal in tumori- 
genesis (McPherson et al.), 
1144-1153 
regulation of p73 induction (Urist et 
al.), 3041-3054 
Cholesterol 
Hedgehog multimerization and signal- 
ing (Chen et al.), 641-659 
Chondrocyte 
effects of constitutive activation of 
MEKI1 on differentiation (Mu- 
rakami et al.), 290-305 
regulation of differentiation by Sox9 
and £-catenin (Akiyama et al.), 
1072-1087 
role of Runx2 and Runx3 in prolifera- 
tion and maturation (Yoshida et 
al.), 952-963 


CHOP 
role in ER stress (Marciniak et al.), 
3066-3077 
Chorion amplification 
regulation of DNA replication by Dm- 
Myb complex (Beall et al.), 
1667-1680 
CHRAC 
chromatin formation in Drosophila 
(Fyodorov et al.), 170-183 
Chromatin 
Acfl function in Drosophila (Fyodorov 
et al.), 170-183 
cellular machineries for DNA repair 
(Peterson and Céte}), 602-616 
Review 
decondensation at the HoxB locus 
upon transcription (Chambey- 
ron and Bickmore), 1119-1130 
epigenetic gene regulation and cancer 
(Lund and van Lohuizen), 2315- 
2335 Review 
histone modifications in the Dro- 
sophila genome (Schibeler et 
al.), 1263-1271 
identification of 
CARM1-interacting protein com- 
plex (Xu et al.), 144-156 
Polycomb group complex target genes 
(Kirmizis et al.}, 1592-1605 
interactions among £-globin regula- 
tory regions (Patrinos et al.), 
1495-1509 
nuclear organization of gene activity (Ko- 
sak and Groudine}, 1371-1384 Re- 
view 
regulation of flowering repressors (He 
et al.), 2774-2784 
remodeling in conversion of oligoden- 
drocyte precursor cells (Kondo 
and Raff), 2963-2972 
RNA Pol II elongation factors (Sims et 
al.), 2437-2468 Review 
Su(var) regulation of euchromatin and 
heterochromatin in Drosophila 
{Ebert et al.), 2973-2983 
targeting of somatic hypermutation 
and class switch recombination 
(Li et al.), 1-11 Review 
telomere protection by Drosophila ATM 
(Oikemus et al.}, 1850-1861 
transposon-mediated modifications of 
FLC (Liu et al.), 2873-2878 
Chromosome 
association with high RanGTP levels 
during mitosis (Li and Zheng), 
512-527 
cellular machineries for DNA repair 
(Peterson and Cote}, 602-616 
Review 
E. coli topological domains (Postow et 
al.), 1766-1779 
fragility syndromes 
DNA-damage responses and cancer 
susceptibility (Surrallés et al.}, 
1359-1370 Meeting Review 
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localization of ORC to specific sites 
(MacAlpine et al.), 3094-3105 
nuclear organization of gene activity (Ko- 
sak and Groudine), 1371-1384 Re- 
view 
rDNA condensation (Lavoie et al.), 76-87 
role of centromere pairing in meiosis 
(Kemp et al.}, 1946-1951 
segregation 
Cdcl4 and the FEAR network in ana- 
phase (D’Amours and Amon], 
2581-2595 Review 
stability 
cooperation of Rad54 and Lig4 (Mills 
et al.), 1283-1292 
p53 and resistance to transformation 
by oncogenic Ras (Woo and 
Poon), 1317-1330 
Cilia 
effects of BBS protein mutations in C. 
elegans (Blacque et al.), 1630-1642 
Cip/Kip proteins 
cellular functions (Denicourt and 
Dowdy), 851-855 Perspective 
7*!?! regulation of Rho activity (Bes- 
son et al.}, 862-876 
c-Jun NH,-terminal kinase 
increased production of cytotoxic reac- 
tive oxygen species (Ventura et 
al.), 2905-2915 
Class switch recombination 


p2 


generation of antibody diversity (Li et 
al.), 1-11 Review 


Clb4 
control of microtubule-cortex interac- 
tions (Maekawa and Schiebel), 
1709-1724 
ClipXP 
delivery of RseA to ClpXP (Flynn et 
al.), 2292-2301 
ClpX pore 
recognition of protein substrates (Sid- 
diqui et al.), 369-374 
c-Myc 
control of stem cell self-renewal and 
differentiation (Wilson et al.), 
2747-2763 
COBRAI 
repression of ERa-mediated gene acti- 
vation (Aiyar et al.), 2134-2146 
Cohesin 
rDNA chromosome condensation 
(Lavoie et al.), 76-87 
Condensin 
rDNA_ chromosome condensation 
(Lavoie et al.), 76-87 
COP1 
phytochrome A desensitization (Seo et 
al.), 617-622 
COP10 
complex formation with DDB1 and 
DET1 (Yanagawa et al.), 2172- 
2181 
CPEB 
regulation by Aurora A and GSK-3 
(Sarkissian et al.), 48-61 
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Crkl 
induction of U. maydis sexual devel- 
opment (Garrido et al.), 3117- 
3130 
Crossover chromosomes 
Mus81 mechanism for generation dur- 
ing meiosis (Hollingsworth and 
Brill), 117-125 Review 
CSN5 
regulation of HIF-le (Bemis et al.), 
739-744 
CtBP 
recruitment of Polycomb group pro- 
teins (Srinivasan and Atchison}, 
2596-2601 
Cul3 ubiquitin ligase complex 
RhoBTB as substrate (Wilkins et al.), 
856-861 
Cullin 
binding specificity of Cul2-Rbx1 and 
Cul5-Rbx2 (Kamura et al.), 
3055-3065 
regulation of HIV-1 Vif-Cul5 assembly 
(Mehle et al.), 2861-2866; (Yu et 
al.), 2867-2872 
RhoBTB as Cul3 substrate (Wilkins et 
al.), 856-861 
Cyclic GMP-dependent protein kinase II 
regulation of chondrocyte proliferation 
and differentiation (Chikuda et 
al.), 2418-2429 
Cyclin-dependent kinase inhibitors 
cellular functions (Denicourt and 
Dowdy}, 851-855 Perspective 
p27*!"' regulation of Rho activity (Bes- 
son et al.), 862-876 
Cyclin-dependent kinases 
role in cell cycle and development 
(Sherr and Roberts), 2699-2711 
Review 
Cyclins 
role in cell cycle and development 
(Sherr and Roberts), 2699-2711 
Review 
Cytidine deaminase, activation-induced 
generation of antibody diversity (Li et 
al.), 1-11 Review 


D 


DAF-12 
identification of response elements 
(Shostak et al.), 2529-2544 
interaction with DIN-1 in C. elegans 
(Ludewig et al.}, 2120-2133 
DCGR8 
primary microRNA processing (Urist 
et al.), 3028-3040 
DDBI1 
complex formation with COP10 and 
DET1 (Yanagawa et al.), 2172- 
2181 
DegS 
negative regulation of RseP/YaeL 
(Grigorova et al.), 2686-2697 


Desmosomes 
defects in Spink5 deficient mice (Yang 
et al.), 2354-2358 
DET1 
complex formation with DDB1 and 
COP10 (Yanagawa et al.), 2172- 
2181 
Development 
common mechanisms with tumori- 
genesis (Kho et al.), 629-640 
movement of signaling proteins through 
tissues (Zhu and Scott), 2985-2997 
Review 
requirement of cyclin-dependent ki- 
nases (Sherr and Roberts), 2699- 
2711 Review 
Development, craniofacial 
effects of Hh signaling deficiency in 
neural crest cells (Jeong et all.), 
937-951 
Development, heart 
defects in BAF180-deficient mice (Wang 
et al.), 3106-3116 
Development, skeletal 
Wnt/f-catenin signaling in joint for- 
mation (Guo et al.), 2404— 
2417 
DHFR 
See Dihydrofolate reductase 
Diabetes 
effects of JIP1 deficiency in mice 
(Jaeschke et al.), 1976-1980 
Dicer 
transcriptional and __post-transcrip- 
tional silencing in S. pombe 
(Sigova et al.), 2359-2367 
Dictyostelium discoideum 
Ga-mediated inhibition of chemo- 
taxis (Brzostowski et al.), 805- 
815 
Differentiation 
c-Myc control of hematopoietic stem 
cells (Wilson et al.), 2747-2763 
conversion of myoblasts to neuronal 
phenotype (Watanabe et al.), 
889-900 
effects of Apc loss in vivo (Sansom et 
al.), 1385-1390 
inhibition of epidermal proliferation 
by RelA (Zhang et al.}, 17-22 
Notch regulation of neural stem cells 
(Hitoshi et al.), 1806-1811 
Notch3 role in arteriogenesis (Domenga 
et al.), 2730-2735 
nuclear organization of gene activity 
(Kosak and Groudine), 1371- 
1384 Review 
terminal 
p63 molecular switch (Koster et al.}, 
126-131(McKeon), 465-469 Per- 
spective 
TIF18 interaction with HP] (Cammas 
et al.), 2147-2160 
Dihydrofolate reductase 
promoter-origin interactions (Saha et 
al.), 397-410 





DIN-1 
coregulation of C. elegans diapause 
(Ludewig et al.), 2120-2133 
disc-large 
control of epithelial polarity and pro- 
liferation in Drosophila (Bilder), 
1909-1925 Review 
Dili 
Wnt regulation in presomitic meso- 
derm (Hofmann et _ al), 
2712-2717 
D114 
haploinsufficient lethality of heterozy- 
gous deletion mice (Krebs et al.}, 
2469-2473; (Duarte et al.), 
2472-2478 
DmMyb complex 
regulation of DNA replication (Beall et 
al.), 1667-1680 
DNA 
damage 
Chkl requirement for Rad4—Rad9 
interaction (Furuya et l.), 
1154-1164 
chromosome fragility syndromes 
(Surrallés et al.), 1359-1370 
Meeting Review 
FA pathway regulation by ATR (An- 
dreassen et al.), 1958-1963 
link to epigenetic regulation by 
BRU1 in Arabidopsis (Takeda 
et al.), 782-793 
PP5 regulation of ATM (Ali et al.), 
249-254 
regulation of p73 induction by 
checkpoint kinases (Urist et al.), 
3041-3054 
removal of 3’blocked termini 
(Guzder et al.), 2283-2291 
response proteins in telomere main- 
tenance (d’Adda di Fagagna et 
al.), 1781-1799 Review 
SMC1 phosphorylation by ATM 
pathway (Kitagawa et al.), 1423- 
1438 
TopBP regulation of E2F1l-mediated 
apoptosis (Liu et al.), 673-686 
alkylating 
metabolic control of PARP-mediated 
necrosis (Zong et al.), 1272-1282 
response of mismatch repair defi- 
cient cells (Stojic et al.), 331- 
1344 
helicase 
genome instability in absence of 
Rrm3p (Torres et al.), 498-503 
processing of replication forks by 
RecQ (Hishida et al.), 1886- 
1897 
regulation of replication (Sclafani et 
al.), 2039-2045 Perspective 
structure of HPV E1E2 complex (Ab- 
bate et al.), 1981-1996 
polymerase 
generation of antibody diversity (Li 
et al.), 1-11 Review 


Poll2 regulation of telomere length 
(Grossi et al.), 992-1006 
8 
nick processing during Okazaki 
fragment maturation (Garg et 
al.), 2764-2763 
repair 
ATM and ATR function in response 
to alkylating agents (Stojic et 
al.), 1331-1344 
cell cycle regulation (Ferreira and 
Cooper), 2249-2254 
cellular machineries (Peterson and 
Cote), 602-616 Review 
cooperation of Rad54 and Lig4 in 
chromosome stability (Mills et 
al.), 1283-1292 
damage response proteins in telomere 
maintenance (d’Adda di Fagagna 
et al.), 1781-1799 Review 
effects of Ku80 and Rad54 deficiency 
in mice (Couédel et al.), 1293- 
1304 
function of BRU1 in response to 
double strand breaks (Takeda et 
al.), 782-793 
role in mRNA export (Hieronymus 
et al.), 2652-2662 
replication 
Chk1 requirement for Rad4—-Rad9 in- 
teraction (Furuya et al.), 1154 
1164 
DHFR promoter-origin interactions 
(Saha et al.), 397-410 
disruption caused by $SV40 T antigen 
interaction with Nbsl (Wu et 
al.), 1305-1316 
function of Clb5 interaction with 
ORC (Wilmes et al.), 981-991 
genome stabilization by RecQ 
(Hishida et al.), 1886-1897 
genome instability in absence of 
Rrm3p (Torres et al.}, 498-503 
localization of ORC to specific chro- 
mosomal sites (MacAlpine et 
al.), 3094-3105 
negative regulation by Sir2p (Pappas 
et al.), 769-781 
Pol 8 and nick processing during 
Okazaki fragment maturation 
(Garg et al.), 2764-2763 
Poll2 and Stn1 regulation of telo- 
mere length (Grossi et al.), 992- 
1006 
regulation by 
helicases (Sclafani et al.), 2039- 
2045 Perspective 
DmMyb complex (Beall et al.), 
1667-1680 
RNase-sensitive DNA _  modifica- 
tions in S. pombe (Vengrova et 
al.), 794-804 
structure of HPV E1E2 complex (Ab- 
bate et al.), 1981-1996 
ribosomal 
cell cycle regulation of chromosome 


condensation (Lavoie et al.), 76- 
87 
genome instability in absence of 
Rrm3p (Torres et al.), 498-503 
DnaK 
control of E. coli heat shock response 
(Guisbert et al.), 2812-2821 
Dnml 
regulation of programmed cell death 
(Fannjiang et al.), 2785-2797 
Double strand break repair 
cell cycle regulation (Ferreira and Coo- 
per), 2249-2254 
cellular machineries for DNA repair 
(Peterson and Céte}), 602-616 
Review 
Drosha 
interaction with DGCR8 (Urist et al.}, 
3028-3040 
Drosophila 
Acfl and chromatin formation (Fy- 
odorov et al.}, 170-183 
anchoring Oskar in oocytes (Babu et 
al.j, 138-143 
control of epithelial polarity and pro- 
liferation (Bilder), 1909-1925 
Review 
function of Myb in E2F-RB complex 
(Lipsick), 2837-2844 Perspec- 
tive; (Lewis et al.), 2929-2940 
genome-wide histone modifications 
(Schiibeler et al.}, 1263-1271 
hypoxia-induced down-regulation of 
S6K (Reiling and Hafen), 2879- 
2892 
localization of ORC to specific chro- 
mosomal sites (MacAlpine et 
al.), 3094-3105 
NHK-1 phosphorylation of H2A (Aihara 
et al.), 877-888 
organization of muscle guidance by 
DGrip (Swan et al.), 223-237 
promotion of epithelial integrity by 
Slik (Hipfner et al.), 2243-2248 
PTS mediation of epigenetic inherit- 
ance (Lin et al.), 2639-2651 
Pyramus and Thisbe as potential li- 
gands for Heartless (Stathopou- 
los et al.), 687-699 
re-evaluation of Tsc2 as Akt substrate 
(Dong and Pan), 2479-2484 
regulation of 
NO signaling by truncated isoforms 
of NOS (Stasiv et al.), 1812-1823 
DNA replication by DmMyb com- 
plex (Beall et al.}, 1667-1680 
JNK-mediated immune response by 
Relish (Park et al.), 584-594 
respecification of neurons from inter- 
nal to external cell fates {Moore 
et al.), 623-628 
Su(var) regulation of euchromatin and 
heterochromatin (Ebert et al.), 
2973-2983 
telomere protection by ATM (Oike- 
mus et al.}, 1850-1861 
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Vilse mediation of Robo repulsion 
(Lundstr6ém), 2161-2171 
Drp1 
regulation of programmed cell death 
(Fannjiang et al.), 2785-2797 
DSCRI1 
phosphorylation by GSK-3 (Hilioti et 
al.), 35-47 
Dzip1 
identification of zebrafish ortholog 
Iguana (Wolff et al.), 1565-1576 


E 


El 
structure of complex with HPV E2 
(Abbate et al.}, 1981-1996 
E1B 19K protein 
defective apoptotic response to hy- 
poxia and tumorigenesis (Nel- 
son et al.}, 2095-2107 
E2F 
function of Myb in RB pathway (Lip- 
sick), 2837-2844 Perspective; 
(Lewis et al.), 2929-2940 


E2Fl 
regulation by TopBP1 (Liu et al.), 673- 
686 
regulation of p73 expression (Urist et 
al.), 3041-3054 


E2F3 
repression of Arf (Aslanian et all.), 
1413-1422 
E2F6 
cell cycle regulation of transcription 
(Giangrande et al.), 2941-2951 
E3 ubiquitin ligase 
regulation of receptor endocytosis by 
Tal (Amit et al.), 1737-1752 
Skp2-dependent degradation of 
p27kip1 (Kossatz et al.), 2602- 
2607 
E6 
telomerase repressor targeted by HPV 
(Gewin et al.), 2269-2282 
EARLY FLOWERING 7 
role in Arabidopsis vernalization (He 
et al.), 2774-2784 
EARLY FLOWERING 8 
role in Arabidopsis vernalization (He 
et al.), 2774-2784 
Early heading date 1 
regulation of short-day flowering in 
rice (Doi et al.), 926-936 
elF proteins 
dissociation from ribosomal subunits 
(Unbehaun et al.), 3078-3093 
elF4E 
function and regulation of mTOR (Hay 
and Sonenberg), 1926-1945 Re- 
view 
elF4F 
phosphorylation and HSV-1 growth 
(Walsh and Mohr), 660-672 
reinitiation of translation on mamma- 
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lian mRNAs (Péyry et al.), 62- 
75 
eIF4G 
interaction with adenovirus 100k pro- 
tein (Xi et al.), 1997-2009 
reinitiation of translation on mamma- 
lian mRNAs (Péyry et al.), 62- 
75 
EKLF 
role in spatial organization of the 
B-globin locus (Drissen et al.}, 
2485-2490 
Embryogenesis 
p63 initiation of epithelial stratifica- 
tion (Koster et al.), 126-131 
(McKeon), 465-469 Perspective 
Endocardium 
Notch promotion of epithelial-mesen- 
chymal transition (Timmerman 
et al.), 99-115 
Endocytosis 
regulation by Tal (Amit et al.), 1737- 
1752 
Endoderm, visceral 
role of ALK2 in PGC generation 
(Chuva de Sousa Lopes et al.}, 
1838-1849 
Endoplasmic reticulum 
inhibition of p53 in response to stress 
(Stavridi and Halazonetis), 241- 
244 Perspective; (Qu et all}, 
261-277 
role of CHOP in response to stress 
(Marciniak et al.), 3066-3077 
Endoreduplication 
SV40 T antigen disruption of DNA 
replication control (Wu et al.), 
1305-1316 
Ephrin-B1l 
signaling during mouse development 
(Davy et al.), 572-583 
Epidermis 
hyperproliferation caused by lack of 
RelA (Zhang et al.), 17-22 
p63 as molecular switch during matu- 
ration (Koster et al.), 126-131 
Epigenetics 
histone modifications in the Dro- 
sophila genome (Schiibeler et 
al.), 1263-1271 
relationship to cancer (Lund and van 
Lohuizen), 2315-2335 Review 
reprogramming of cancer nuclei 
(Hochedlinger et al.), 1875-1885 
role of BRU1 in Arabidopsis (Takeda 
et al.}, 782-793 
Epilepsy 
effects of PAR bZip protein deficiency in 
mice (Gachon et al.), 1397-1412 
Epithelial-mesenchymal transition 
regulation by Notch (Timmerman et 
al.), 99-115 
BCL9-2 modulation of B-catenin func- 
tion (Brembeck et al.), 2225-2230 
Epithelium, stratified 
requirement for p63 during embryo- 


genesis (Koster et al.}, 126- 
131(McKeon), 465-469 Perspec- 
tive 
ERCC1-XPF 
removal of 3’blocked termini (Guzder 
et al.), 2283-2291 
Escherichia coli 
chaperone network control of heat 
shock response (Guisbert et al.), 
2812-2821 
chromosome _ topological domains 
(Postow et al.), 1766-1779 
DNA trajectory in the Gal represso- 
some (Semsey et al.}, 1898-1907 
function of RseB and DegS in envelope 
stress response (Grigorova et 
al.), 2686-2697 
processing of replication forks by 
RecQ (Hishida et al.), 1886- 
1897 
SspB delivery of RseA to ClpXP (Flynn 
et al.), 2292-2301 
Est2p 
association with PinXIp (Lin and 
Blackburn), 387-396 
Estrogen receptor a 
COBRA] repression (Aiyar et al.), 
2134-2146 
Exol 
prevention of yeast senescence (Mar- 
ingele and Lydall), 2663-2675 
Exon junction complex 
enhancement of mRNA translation 
(Nott et al.), 210-222 
Exosome 
tRNA surveillance and degradation 
pathway (Kadaba et al.), 1227- 
1240 
Ezh2 
regulation of skeletal muscle differen- 
tiation (Caretti et al.), 2627- 
2638 


F 


F-actin 
anchoring Oskar in Drosophila oo- 
cytes (Babu et al.}, 138-143 
FANCD2 
regulation by ATR (Andreassen et al.}, 
1958-1963 
Fanconi anemia 
DNA-damage responses and cancer 
susceptibility (Surrallés et al.}, 
1359-1370 Meeting Review 
pathway regulation by ATR (Andreas- 
sen et al.), 1958-1963 
F-box proteins 
nomenclature system (Jin et al), 2573- 
2580 Correspondence 
FEAR network 
role in anaphase (D’Amours and 
Amon), 2581-2595 Review 
FEN1 
nick processing during Okazaki frag- 





ment maturation (Garg et al.}, 
2764-2763 
FGF receptors 
See Fibroblast growth factor recep- 
tors 
FGF signaling 
See Fibroblast growth factor sig- 
naling 
FGFR3 
rescue of mouse knockout by consti- 
tutive activation of MEK1 (Mu- 
rakami et al.), 290-305 
Fibroblast growth factor 
receptors 
Pyramus and Thisbe as potential li- 
gands for Heartless (Stathopou- 
los et al.), 687-699 
signaling 
molecular mechanism controlling 
somitogenesis (Aulehla and 
Herrmann), 2060-2067 Review 
Fibronectin 
down-regulation in Raldh2 null mice 
(Bohnsack et al.), 1345-1358 
Finl 
attenuation of Sin activity in S. pombe 
(Grallert et al.), 1007-1021 
Fis] 
regulation of programmed cell death 
(Fannjiang et al.), 2785-2797 
FKHR 


regulation by Ang-1 (Daly et al.), 1060- 
1071 


Flagella 
effects of BBS protein mutations in C. 
elegans (Blacque et al.}, 1630-1642 
Flowering 
regulation by Ehd1 in rice (Doi et al.), 
926-936 
role of FLC in Arabidopsis vernaliza- 
tion (He et al.), 2774-2784 
transposon-mediated chromatin modi- 
fications of FLC (Liu et al.), 
2873-2878 
FLOWERING LOCUS C 
role in Arabidopsis vernalization (He 
et al.), 2774-2784 
transposon-mediated chromatin modi- 
fications (Liu et al.), 2873-2878 
Fluorescence resonance energy transfer 
study of RanGTP regulation (Li and 
Zheng), 512-527 
use in identification of activator target 
(Bhaumik et al.), 333-343 
Focal adhesion kinase 
role in tumorigenesis (McLean et al.}, 
2998-3003 
Forkhead proteins 
regulation of FKHR by Ang-1! (Daly et 
al.), 1060-1071 
Formin 
disruption of Gremlin expression (Zuniga 
et al.), 1553-1564 
Fox genes 
role in branchial arch patterning (Jeong 
et al.), 937-951 


Foxm1b 
development of hepatocarcinomas 
(Kalinichenko et al.}, 830-850 
FOXO 
coupling of lifespan to energy levels 
{Apfeld et al.), 3004-3009 
FOXO1 
regulation by Ang-1 (Daly et al.), 1060- 
1071 
FREQUENCY 
circadian clock function (Yang et al.), 
255-260 
FRET 
See Fluorescence resonance energy 
transfer 
FXR 
regulation of triglyceride metabolism 
(Zhang et al.), 157-169 
G protein @ stimulatory subunit 
role in mitochondrial biogenesis (Chiu 
et al.), 1970-1975 


G 


GO 
APC/C function in quiescent cells 
(Wirth et al.), 88-98 
G2/M 
Apoptin inhibition of APC/C func- 
tion (Teodoro et al.), 1952- 
1957 
G4 DNA 
intracellular formation (Duquette et 
al.), 1618-1629 
GADD34 
activation by CHOP in response to ER 
stress (Marciniak et al.}, 3066- 
3077 
Ga 
antagonism of chemotactic response 
in Dictyostelium (Brzostowski 
et al.), 805-815 
Gal repressor 
DNA trajectory (Semsey et al.}, 1898- 
1907 
GAL!1 promoter 
transient association of Rad6 (Kao et 
al.), 184-195 
Gal4 
Tral as in vivo target (Bhaumik et al.}, 
333-343 
Ga, 
See G protein a stimulatory subunit 
Geminivirus 
receptor-like kinase suppression (Fon- 
tes et al.), 2545-2556 
Gene regulatory circuit 
design and evolution (Atsumi and 
Little), 2086-2094 
Gene silencing, post-transcriptional 
developmental timing in plants (Pera- 
gine et al.), 2368-2379 
function of Argonaute in S. pombe 
(Sigova et al.), 2359-2367 


Genome instability 
defective apoptotic response to hy- 
poxia (Nelson et al.}, 2095-2107 
Genome rearrangement 
role of scan RNAs in Tetrahymena 
(Mochizuki and Gorovsky), 
2068-2073 
Germ cells, primordial 
role of ALK2 in generation (Chuva de 
Sousa Lopes et al.}, 1838-1849 
GLD-1 
translation repression and protection 
from NMD (Lee and Schedl), 
1047-1059 
Gli 
modulation by MIM/BEG4 (Callahan 
et al.), 2724-2729 
regulation by Iguana (Wolff et al.), 
1565-1576 
Glucocorticoid receptor 
interaction with Trip6 {Kassel et al.), 
2518-2528 
promotion of postnatal body growth 
(Tronche et al.), 492-497 
Glutamate receptor-interacting protein 
muscle guidance in Drosophila (Swan 
et al.), 223-237 
Glycogen synthase kinase 3 
regulation of insulin-induced protein 
translation (Sarkissian et al.}, 
48-61 
stimulation of calcineurin signaling 
(Hilioti et al.), 35-47 
Glycogen synthase kinase 3 8 
inhibition of p53 in response to ER 
stress (Stavridi and Halazo- 
netis), 241-244 Perspective; (Qu 
et al.), 261-277 
gna-2 
GLD-1-mediated protection from 
NMD (Lee and Schedl), 1047- 
1059 
Gonad development 
requirement for SUMO in C. elegans 
(Broday et al.), 2380-2391 
GPI-anchor 
cell surface access control in T. brucei 
{Engstler and Boshart), 2798- 
2811 
G-quartet 
intracellular formation of G4 DNA 
(Duquette et al.}, 1618-1629 
Gremlin 
role in limb development (Zuniga et 
al.), 1553-1564 
GRIP1 
gene regulation (Zhang et al.), 1753- 
1765 
GroEL/S 
heat shock response (Guisbert et al.}, 
2812-2821 
Growth 
filamentous 
promotion by Msb2 signaling (Cul- 
len et al.), 1695-1708 
promotion by hepatic glucocorticoid 
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receptor (Tronche et al.), 492- 
497 
pseudohyphal 
promotion by Msb2 _ signaling 
(Cullen et al.), 1695-1708 
retardation in PASG-deficient mice 
(Sun et al.), 1035-1046 
GSK-3 
See Glycogen synthase kinase 3 
GTPase-activating protein 
Vilse as component of Robo signaling 
(Lundstr6ém), 2161-2171 
Guanylate cyclase 
role PleD in Caulobacter development 
(Paul et al.), 715-727 


H 


H2B 
Rad6 catalysis of ubiquitylation (Kao 
et al.), 184-195 
HAMLET 
respecification of neurons from inter- 
nal to external cell fates (Moore 
et al.), 623-628 
Head tilt locus 
effects of mutations in Nox3 (Paffen- 
holz et al.), 486-491 


Heart 
developmental defects in BAF180-defi- 


cient mice (Wang et al.), 3106- 
3116 
Sema6D function during cardiac de- 
velopment (Toyofuku et al.), 
435-447 
Heartless 
Pyramus and Thisbe as potential li- 
gands (Stathopoulos et al.), 687- 
699 
Heat shock response 
chaperone network control (Guisbert 
et al.), 2812-2821 
HEAT-repeat proteins 
requirement for Rrp12p in ribosome 
export (Oeffinger et al.), 196- 
209 
Hedgehog 
effects of signaling deficiency in neu- 
ral crest cells (Jeong et al.), 937- 
951 
lipid modifications in long-range sig- 
naling (Chen et al.), 641-659 
movement of signaling proteins 
through tissues (Zhu and Scott), 
2985-2997 Review 
patterning and growth during craniofa- 
cial development (Jeong et al.}, 
937-951 
role of Iguana in signaling (Wolff et 
al.), 1565-1576 
Helicase 
genome instability in absence of 
Rrm3p (Torres et al.), 498-503 
processing of replication forks by 
RecQ (Hishida et al.), 1886- 
1897 
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regulation of replication (Sclafani et 
al.), 2039-2045 Perspective 
structure of HPV E1E2 complex (Ab- 
bate et al.}, 1981-1996 
Hematopoiesis 
Tel/Etv6 regulation of stem cell sur- 
vival (Hock et al.), 2336-2341 
Hepatocarcinoma 
role of Foxml1b (Kalinichenko et al.}, 
830-850 
Hepatoma 
liver tumor escape from C/EBPa 
growth arrest (Wang et al.}, 912- 
925 
Herpes simplex virus-1 
translation and replication in quies- 
cent cells (Walsh and Mohr), 
660-672 
Heterochromatin 
H3-K9 and H4-K20 trimethylation 
(Schotta et al.), 1251-1262 
nuclear organization of gene activity 
(Kosak and Groudine), 1371- 
1384 Review 
Heterochromatin protein 1 
interaction with TIFI1B (Cammas et 
al.), 2147-2160 
telomere protection by Drosophila 
ATM (Oikemus et al.), 1850- 
1861 
Hey1 
as Notch effector in vasculogenesis 
(Fischer et al.), 901-911 
Hey2 
as Notch effector in vasculogenesis 
(Fischer et al.), 901-911 
HIF-la 
regulation by CSN5 (Bemis et al.}, 
739-744 
role of hypoxia in normal and diseased 
states (Giacca et al.), 2183-2194 
Meeting Review 
HIPK2 
See Homeodomain-interacting protein 
kinase 2 
Histone 
code 
epigenetic gene regulation and can- 
cer (Lund and van Lohuizen), 
2315-2335 Review 
deacetylase 
negative regulation of DNA replica- 
tion by Sir2p (Pappas et al.), 
769-781 
methyltransferase 
Ezh2 regulation of skeletal muscle 
differentiation (Caretti et all}, 
2627-2638 
H3-K9 and H4-K20 trimethylation 
at heterochromatin (Schotta et 
al.), 1251-1262 
identification of CARM1-interact- 
ing protein complex (Xu et al.}, 
144-156 
Histones 
cellular machineries for DNA repair 


(Peterson and Céte}), 602-616 
Review 
chromatin remodeling in conversion 
of oligodendrocyte precursor 
cells (Kondo and Raff), 2963- 
2972 
H3-K9 and H4-K20 trimethylation at 
heterochromatin (Schotta_ et 
al.), 1251-1262 
methylation by Polycomb group com- 
plexes (Kirmizis et al.), 1592- 
1605 
modification 
by SUMO (Gill), 2046-2059 Review 
in Drosophila genome (Schiibeler et 
al.), 1263-1271 
NHK-1 phosphorylation of H2A in 
Drosophila (Aihara et al.), 877- 
888 
Rad6 catalysis of H2B ubiquitylation 
(Kao et al.), 184-195 
regulation of flowering repressors (He 
et al.), 2774-2784 
Su(var) regulation of euchromatin and 
heterochromatin in Drosophila 
(Ebert et al.), 2973-2983 
HIV-1 
See Human immunodeficiency virus 
type 1 
Hmtl 
arginine methylation and mRNP dy- 
namics (Yu et al.), 2024-2035 
HNFa 
regulation of triglyceride metabolism 
(Zhang et al.), 157-169 
Holliday junctions 
Mus81 as resolvase (Hollingsworth 
and Brill), 117-125 Review 
Homeodomain-interacting protein ki- 
nase 2 
WNT-1 induction of Myb degradation 
(Kanei-Ishii et al.), 816-829 
Homer 
anchoring Oskar in Drosophila oo- 
cytes (Babu et al.), 138-143 
Homologous recombination 
cooperation of Rad54 and Lig4 in chro- 
mosome stability (Mills et al.), 
1283-1292 
DNA-damage responses and cancer 
susceptibility (Surrallés et al.), 
1359-1370 Meeting Review 
effects of Ku80 and Rad54 deficiency 
in mice (Couédel et al.), 1293- 
1304 
RecQ-mediated genome stabilization 
(Hishida et al.), 1886-1897 
Hox genes 
reorganization of the HoxB locus upon 
transcription (Chambeyron and 
Bickmore), 1119-1130 
role of Not in notochord development 
(Abdelkhalek et al.), 1725-1736 
Hoxb1 
coordination of facial motoneuron cir- 
cuitry (Arenkiel et al.), 1539- 





1552; (Briscoe and Wilkinson), 
1643-1648 Perspective 
HP1 
See Heterochromatin protein 1 
HPV 
See Human papillomavirus 
hRIP 
See Human Rev-interacting protein 
Hrp1l 
methylation by Hmtl (Yu et al.), 
2024-2035 
Hsp70 
inhibition of NF-«B signaling (Ran et 
al.), 1466-1481 
HSV-1 
See Herpes simplex virus-1 
Human immunodeficiency virus type | 
hRIP as essential Rev cofactor 
(Sanchez-Velar et al.), 23-34 
regulation of 
budding by Tal (Amit et al.), 1737- 
1752 
Vif-Cul5 assembly (Mehle et al.), 
2861-2866; (Yu et al.), 2867- 
2872 
Human papillomavirus 
structure of E1E2 complex (Abbate et 
al.}, 1981-1996 
telomerase repressor targeted by E6/ 
E6-AP (Gewin et al.}, 2269-2282 
Human Rev-interacting protein 
release of HIV RNAs from perinuclear 
region (Sanchez-Velar et al.), 
23-34 
Hypoxia 
defective apoptotic response and tu- 
morigenesis (Nelson et al.), 
2095-2107 
down-regulation of S6K in Drosophila 
(Reiling and Hafen), 2879-2892 
REDD 1 regulation of mTOR (Brugaro- 
las et al.), 2893-2904 
regulation of HIF-la by CSN5 (Bemis 
et al.), 739-744 
role in normal and diseased states (Gi- 
acca et al.), 2183-2194 Meeting 
Review 


I 


Iguana 
role in Hedgehog signaling (Wolff et 
al.), 1565-1576 
I-«B 
kinase y 
inhibition by Hsp70 (Ran et al.), 
1466-1481 
role in NF-«B signaling pathways (Hayden 
and Ghosh}, 2195-2224 Review 
Immunoglobulin heavy-chain locus 
Pax5 induction of rearrangements 
(Fuxa et al.), 411-422 
Immunoglobulin switch region 
intracellular formation of G4 DNA 
(Duquette et al.), 1618-1629 


Imprinting 
RNase-sensitive DNA modifications 
in S. pombe (Vengrova et al.), 
794-804 
Indian hedgehog 
down-regulation in Raldh2 null mice 
(Bohnsack et al.), 1345-1358 
induction by Runx2 (Yoshida et al.), 
952-963 
Ink4a 
cancer resistance with increased gene dos- 
age (Matheu et al.), 2736-2746 
cooperativity of loss of function with 
conditional knock-in of Pax3: 
Fkhr (Keller et al.), 2614-2626 
repression of Arf by E2F3 (Aslanian et 
al.), 1413-1422 
Insulin 
coupling of lifespan to energy levels 
(Apfeld et al.), 3004-3009 
effects of JIP1 deficiency in mice 
(Jaeschke et al.), 1976-1980 
receptor substrate 1 
effects of JIP1 deficiency in mice 
(Jaeschke et al.), 1976-1980 
re-evaluation of Tsc2 as Akt substrate 
(Dong and Pan), 2479-2484 
stimulation of CPEB-dependent poly- 
adenylation (Sarkissian et al.}, 
48-61 
Insulin-like growth factor signaling 
activation in p44 transgenic mice 
(Maier et al.), 306-319 
IPL1/Aurora 
rDNA chromosome condensation 
{Lavoie et al.), 76-87 
IRS-1 
See Insulin receptor substrate 1 
ISWI 
chromatin formation in Drosophila 
(Fyodorov et al.}, 170-183 


J 


JAMYC/AtMYC2 
role in jasmonate signaling (Boter et 
al.), 1577-1591 
Jasmonates 
role of MYC transcription factors in 
signaling (Boter et al.), 1577- 
1591 
JIL-1 
regulation of euchromatin and hetero- 
chromatin in Drosophila (Ebert 
et al.), 2973-2983 
JNK signaling 
activation by JIP1 in adipose tissue 
(Jaeschke et al.), 1976-1980 
inactivation by Relish in Drosophila 
(Park et al.), 584-594 
inhibition of induced epidermal prolif- 
eration by RelA (Zhang et al.), 
17-22 
Joint formation 
role of Wnt/®-catenin signaling (Guo 
et al.), 2404-2417 


K 


Kar9 
interaction with Cdk1-Clb4 (Maekawa 
and Schiebel), 1709-1724 
Keratinocytes 
effects of FAK deficiency (McLean et 
al.}, 2998-3003 
Kinetochore 
conserved kinetochore network (Cheese- 
man et al.), 2255-2268 
spindle checkpoint destabilization of 
Cdc20p (Pan and Chen), 1439- 
1451 
KMI 
See Komeda miniature rat Ishikawa 
Komeda miniature rat Ishikawa 
deletion in cGKII (Chikuda et al.!}, 
2418-2429 
KRAB zinc finger proteins 
TIF1£ interaction with HP1 (Cammas 
et al.), 2147-2160 
Kssl 
promotion of filamentous growth in 
yeast by Msb2 signaling (Cullen 
et al.), 1695-1708 
Ku80 
effects of deficiency in Rad54 null 
mice (Couédel et al.), 1293- 
1304 


L 


LCR 
See Locus control region 
LEAFY 
synergy with WUSCHEL to induce flo- 
ral development in roots (Gal- 
lois et al.), 375-380 
Left/right asymmetry 
requirement for Cerl-2 in mice 
(Marques et al.), 2342-2347 
let-7 
regulation of lin-41 (Vella et al.), 132- 
137 
lethal giant larvae 
control of epithelial polarity and prolif- 
eration in Drosophila (Bilder), 
1909-1925 Review 
Letkl 
effects of deficiency in mice (Yang et 
al.), 2354-2358 
Lgll1 
loss of cell polarity in knockout mice 
(Klezovitch et al.), 559-571 
Lig4 
cooperation with Rad54 in chromo- 
some stability (Mills et al.), 
1283-1292 
LIM domain proteins 
Trip6 regulation of AP-1 and NF-«B 
function (Kassel et al.), 2518- 
2528 
limb deformity 
disruption of Gremlin expression 
(Zuniga et al.), 1553-1564 
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LIN-11 
as substrate of sumoylation (Broday et 
al.), 2380-2391 
lin-41 
regulation by Jet-7 (Vella et al.), 132-137 
Liver 
role of Foxm1b in development of he- 
patocarcinomas (Kalinichenko 
et al.), 830-850 
tumor escape from C/EBPa growth ar- 
rest (Wang et al.), 912-925 
Locus control region 
interactions among f-globin regula- 
tory elements (Patrinos et al.}, 
1495-1509 
h phage 
gene regulatory circuit design and evo- 
lution (Atsumi and _ Little), 
2086-2094 
Lrpl 
role in mRNA export (Hieronymus et 
al.}, 2652-2662 


M 


Mad2p 
spindle checkpoint destabilization of 
Cdc20p (Pan and Chen), 1439- 
1451 
MADS-box genes 
role in Arabidopsis flowering (He et 


al.), 2774-2784 
MAP kinase pathway 
chondrocyte’ differentiation (Mu- 
rakami et al.), 290-305 
cross-talk with BMP signaling via 
Smad] (Aubin et al.), 1482-1494 
induction of U. maydis sexual devel- 
opment (Garrido et al.), 3117- 
3130 
MyoD-mediated feed-forward pattern- 
ing of gene expression (Penn et 
al.), 2348-2353 
promotion of filamentous growth in 
yeast by Msb?2 signaling (Cullen 
et al.}, 1695-1708 
Mating-type switching 
RNase-sensitive DNA modifications 
in S. pombe (Vengrova et all.}, 
794-804 
MCIP 
phosphorylation by GSK-3 (Hilioti et 
al.), 35-47 
Mdm2 
ubiquitin-mediated degradation of Arf 
(Kuo et al.), 1862-1874 
Mediator 
recruitment to the UAS (Bhaumik et 
al.), 333-343 
Medulloblastoma 
common mechanisms underlying de- 
velopment and tumorigenesis 
(Kho et al.), 629-640 
Mef2 
recruitment of RNA Pol II (Penn et al.), 
2348-2353 
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Megakaryocyte 
effects of Tel/Etv6 deficiency in mice 
(Hock et al.), 2336-2341 
Meiosis 
Arabidopsis recombination pathways 
(Higgins et al.), 2557-2570 
effects of mps1 mutation in zebrafish 
(Poss et al.), 1527-1532 
generation of crossovers (Hollings- 
worth and Brill), 117-125 Re- 
view 
role of centromere pairing in chromo- 
some segregation (Kemp et al.}, 
1946-1951 
MEK1 
chondrocyte differentiation (Mu- 
rakami et al.), 290-305 
Melanoma 
reprogramming of cancer nuclei 
(Hochedlinger et al.), 1875-1885 
Meristem 
action of SCARECROW in asymmet- 
ric cell division (Heidstra et al.), 
1964-1969 
Mesoderm patterning 
BCL9-2 modulation of 8-catenin func- 
tion (Brembeck et al.), 2225- 
2230 
Messenger ribonucleoproteins 
systems view (Hieronymus and Sil- 
ver), 2845-2860 Review 
Messenger RNA 
length as key export pathway determi- 
nant (Masuyama et al.}, 2074-2085 
link between surveillance and export 
(Hieronymus et al.), 2652-2662 
reinitiation of translation (Péyry et 
al.), 62-75 
role of UNR in turnover (Chang et al.), 
2010-2023 
Methylation, genomic 
effects of PASG gene disruption in 
mice (Sun et al.}, 1035-1046 
MicroRNA 
AGO1 regulation of pathway 
(Vaucheret et al.), 1187-1197 
developmental timing in plants (Pera- 
gine et al.), 2368-2379 
distinct roles for Argonaute proteins 
(Okamura et al.), 1655-1666 
function of miR171 in plants (Par- 
izotto et al.), 2237-2242 
prediction of human gene targets (Ki- 
riakidou et al.), 1165-1178 
processing by Drosha-DGCR8 (Urist 
et al.), 3028-3040 
regulation of lin-41 by let-7 (Vella et 
al.), 132-137 
specificity of target selection (Doench 
and Sharp), 504-511 
viral inhibitors (Chapman et l.), 
1179-1186 
Microtubules 
conserved kinetochore protein net- 
work (Cheeseman et al.), 2255- 
2268 


interaction of Kar9 with Cdk1-Clb4 
(Maekawa and Schiebel}, 1709- 
1724 
MIM/BEG4 
potentiation of Gli-dependent tran- 
scription (Callahan et al.), 2724- 
2729 
Mismatch repair 
mutation accumulation in defective 
plants (Hoffman et al.), 2676- 
2685 
proteins 
generation of antibody diversity (Li 
et al.), 1-11 Review 
Mitochondria 
effects of C/EBP gene replacement on 
biogenesis (Chiu et al.), 1970- 
1975 
p160 myb binding protein repression 
of PGC-1la (Fan et al.), 278-289 
regulation of biogenesis (Kelly and 
Scarpulla), 357-368 Review 
yeast proteins regulating programmed 
cell death (Fannjiang et al.), 
2785-2797 
Mitosis 
Cdc14 and the FEAR network in ana- 
phase (D’Amours and Amon), 
2581-2595 Review 
conserved kinetochore protein net- 
work (Cheeseman et al.), 2255- 
2268 
generation of RanGTP on chromo- 
somes (Li and Zheng), 512-527 
NHK-1 phosphorylation of H2A in 
Drosophila (Aihara et al.), 877- 
888 
NIMA kinase modulation of Sin activ- 
ity in S. pombe (Grallert et al.), 
1007-1021 
chromosome condensation 
(Lavoie et al.), 76-87 


rDNA 


MLL 
role in leukemia (Daser and Rabbitts}, 
965-974 Review 
Mnk-1 
elF4F phosphorylation and HSV-1 growth 
(Walsh and Mohr}, 660-672 
Moesin 
regulation by Slik (Hipfner et al.), 
2243-2248 
Motif ten element 
role in RNA Pol II transcription (Lim 
et al.), 1606-1617 
Mps1 
aneuploidy in mutant zebrafish (Poss 
et al.), 1527-1532 
MRE11 
MRX complex dependence of G-tail 
generation (Larrivé e et al.), 
1391-1396 
mRNPs 
See Messenger ribonucleoproteins 
Msb2 
promotion of filamentous growth in 
yeast (Cullen et al.), 1695-1708 





MSH4 
role in Arabidopsis recombination 
(Higgins et al.), 2557-2570 
MTE 
See Motif ten element 
mTOR 
function and regulation (Hay and 
Sonenberg), 1926-1945 Review 
regulation 
of Pol I transcription (Mayer et al.}, 
423-434 
by REDD1 in response to hypoxia 
(Brugarolas et al.), 2893-2904 
Mucin 
promotion of filamentous growth in 
yeast by Msb?2 signaling (Cullen 
et al.), 1695-1708 
Mus81 
generation of meiotic crossovers without 
Holliday junctions (Hollingsworth 
and Brill), 117-125 Review 
Muscle 
development 
divergent functions of murine Pax3 
and Pax7 in limbs (Relaix et al.}, 
1088-1105 
regulation of Glia activity by Iguana in 
zebrafish (Wolff et al.), 1565-1576 
role of syndecans (Cornelison et al.), 
2231-2236 
guidance 


organization by DGrip in Dro- 
sophila (Swan et al.), 223-237 


Myb 
degradation induced byWnt-1 signal- 
ing (Kanei-Ishii et al.), 816-829 
function in E2F-RB complex (Lipsick), 
2837-2844 Perspective; (Lewis 
et al.), 2929-2940 
regulation of DNA replication in Dro- 
sophila (Beall et al.), 1667-1680 
Mybbpla 
See p160 myb binding protein 
Myoblasts 
conversion to neuronal phenotype 
(Watanabe et al.}, 889-900 
MyoD 
feed-forward patterning of gene expres- 
sion (Penn et al.), 2348-2353 
Myogenesis 
divergent functions of murine Pax3 
and Pax7 in limbs (Relaix et al.), 
1088-1105 
Ezh2 regulation of skeletal muscle dif- 
ferentiation (Caretti et all.), 
2627-2638 
role of syndecans in muscle develop- 
ment and regeneration (Corneli- 
son et al.), 2231-2236 


N 


NADH 
decrease caused by calorie restriction 
(Lin et al.), 12-16 


NADPH oxidase 3 
effects of mutations (Paffenholz et al.), 
486-491 
NBS1 
DNA-damage responses and cancer 
susceptibility (Surrallés et al.}, 
1359-1370 Meeting Review 
interaction with SV40 T antigen (Wu 
et al.), 1305-1316 
MRX complex dependence of G-tail 
generation (Larrivé e et al.}, 
1391-1396 
regulation of Rifl checkpoint function 
(Silverman et al.), 2108-2119 
SMC1 phosphorylation during DNA 
damage (Kitagawa et al.), 1423- 
1438 
N-cadherin 
regulation by sphingosine 1-phosphate 
receptor (Paik et al.), 2392-2403 
repression by c-Myc in hematopoietic 
stem cells (Wilson et al.), 2747- 
2763 
Necrosis 
stimulation by alkylating DNA dam- 
age (Nelson and White}, 1223- 
1226 Perspective; (Zong et al.}, 
1272-1282 
NELF 
COBRAI repression of ERa-mediated 
gene activation (Aiyar et al.), 
2134-2146 
Nematodes 
conservation of C. elegans tra-1 in dis- 
tantly related species (Pires- 
daSilva and Sommer}, 1198- 
1208 
Nemo-like kinase 
TGF-f-mediated mesoderm induction 
{Ohkawara et al.), 381-386 
WNT-1 induction of Myb degradation 
(Kanei-Ishii et al.}, 816-829 
Neoplastic tumor suppressor genes 
control of epithelial polarity and pro- 
liferation in Drosophila (Bilder), 
1909-1925 Review 
Netherton Syndrome 
effects of Spink5 deficiency in mice 
(Yang et al.}, 2354-2358 
Neural crest cells 
coordination of facial motoneuron cir- 
cuitry by Hoxb] (Arenkiel et al.}, 
1539-1552; (Briscoe and Wilkin- 
son), 1643-1648 Perspective 
defects in ephrin-Bl-deficient mice 
(Davy et al.), 572-583 
effects of Hh signaling deficiency 
(Jeong et al.), 937-951 
Neurogenesis 
regulation of asymmetric cell division 
by Lgll (Klezovitch et al.}, 559- 
571 
Neurons 
respecification from internal to exter- 
nal cell fates in Drosophila 
(Moore et al.), 623-628 


VEGF control of migration (Schwarz et 
al.), 2822-2834 
Neuropilin 
control of neuronal migration (Schwarz 
et al.), 2822-2834 
Neurospora 
FREQUENCY phosphorylation and 
circadian clock function (Yang 
et al.), 255-260 
NF-«B 
inhibition of epidermal proliferation 
by RelA (Zhang et al.}, 17-22 
regulation by Trip6 (Kassel et al.), 
2518-2528 
signaling 
inhibition by Hsp70 (Ran et al.), 
1466-1481 
pathways (Hayden and Ghosh), 
2195-2224 Review 
NFX1-91 
telomerase repressor targeted by HPV 
E6/E6-AP (Gewin et al.), 2269- 
2282 
NHE]J 
See Nonhomologous end joining 
NHK-1 
See Nucleosomal histone kinase-1 
Nijmegen breakage syndrome 
DNA-damage responses and cancer 
susceptibility (Surrallés et al.), 
1359-1370 Meeting Review 
NIMA kinase 
modulation of Sin activity in S. pombe 
(Grallert et al.), 1007-1021 
Nitric oxide 
regulation of signaling by truncated 
isoforms of NOS (Stasiv et al.}, 
1812-1823 
NLK 
See Nemo-like kinase 
NMD 
See Nonsense-mediated mRNA decay 
Nodal 
role of antagonist Cerl-2 in left/right 
asymmetry (Marques et al.), 
2342-2347 
Nondisjunction 
effects of mps1 mutation in zebrafish 
(Poss et al.}, 1527-1532 
Nonhomologous end joining 
cell cycle regulation of double-strand 
break repair (Ferreira and Coo- 
per), 2249-2254 
cooperation of Rad54 and Lig4 in chro- 
mosome stability (Mills et al.), 
1283-1292 
DNA-damage responses and cancer 
susceptibility (Surrallés et al.), 
1359-1370 Meeting Review 
effects of Ku80 and Rad54 deficiency in 
mice (Couédel et al.), 1293-1304 
generation of antibody diversity (Li et 
al.), 1-11 Review 
Nonsense-mediated mRNA decay 
protection by GLD-1 (Lee and Sched), 
1047-1059 
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role of pioneer translation initiation 
complex proteins (Chiu et al.), 
745-754 
Not 
role in notochord development in 
mice (Abdelkhalek et al.), 1725- 
1736 
Notch 
haploinsufficient lethality of Dll4 het- 
erozygous deletion mice (Krebs 
et al.), 2469-2473; (Duarte et 
al.), 2472-2478 
Hey1 and Hey2 as effectors in vasculo- 
genesis (Fischer et al.), 901-911 
maturation of vascular smooth muscle 
cells (Domenga et al.), 2730-2735 
molecular mechanism controlling 
somitogenesis (Aulehla and 
Herrmann), 2060-2067 Review 
neural stem cell differentiation (Hito- 
shi et al.), 1806-1811 
promotion of epithelial-mesenchymal 
transition (Timmerman et al.), 
99-115 
Wnt regulation of D//1 in presomitic 
mesoderm (Hofmann et al.}, 
2712-2717 
Notochord development 
role of Not in mice (Abdelkhalek et 
al.), 1725-1736 
Nox3 
effects of mutations (Paffenholz et al.), 
486-491 
NRF-1 
regulation of mitochondrial biogenesis 
(Kelly and Scarpulla), 357-368 
Review 
Nrf2 
role in Prx I induction during oxidative 
stress (Li et al.), 1824-1837 
NRF-2 
regulation of mitochondrial biogenesis 
(Kelly and Scarpulla), 357-368 
Review 
nTSGs 
See Neoplastic tumor suppressor genes 
Nuclear hormone receptors 
COBRAI repression of ERa-mediated 
gene activation (Aiyar et al.), 
2134-2146 
DIN-1 coregulation of diapause in C. 
elegans (Ludewig et al.), 2120- 
2133 
identification of CARM1-interacting pro- 
tein complex (Xu et al.), 144-156 
role of PPARy in breast cancer (Saez et 
al.), 528-540 
Nuclear shuttle protein 
suppressing of receptor kinase activity 
(Fontes et al.), 2545-2556 
Nuclear transfer 
reprogramming of cancer nuclei 
(Hochedlinger et al.), 1875-1885 
Nucleosomal histone kinase-1 
phosphorylation of H2A in Drosophila 
(Aihara et al.}, 877-888 
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Nucleotide excision repair 
cellular machineries (Peterson and 
Cote}, 602-616 Review 
Nucleus 
genomic organization of cellular func- 
tions (Kosak and Groudine}, 
1371-1384 Review 


O 


Obesity 
JNK activation by JIP1 in adipose tis- 
sue (Jaeschke et al.), 1976-1980 
Octoconia 
effects of mutations in Nox3 (Paffen- 
_ holz et al.), 486-491 
Off-track 
function during cardiac development 
(Toyofuku et al.), 435-447 
Okazaki fragment 
DNA Pol 8 and nick processing (Garg 
et al.), 2764-2763 
Oligodendrocyte precursor cells 
chromatin remodeling in conversion 
to neural stem cells (Kondo and 
Raff), 2963-2972 
Oncogenesis 
Notch promotion of epithelial-mesen- 
chymal transition (Timmerman 
et al.), 99-115 
ORC 
See Origin recognition complex 
Origin recognition complex 
function of Clb5 association (Wilmes 
et al.), 981-991 


localization to specific chromosomal 


sites (MacAlpine et al.), 3094- 
3105 
Oryza sativa L. 
Ehd1 regulation of short-day flowering 
(Doi et al.), 926-936 
Oskar 
anchoring in Drosophila oocytes (Babu 
et al.), 138-143 
Osteoblasts 
Prx I induction during oxidative stress 
(Li et al.}, 1824-1837 
OVCAI1 
tumor suppressor function (Jensen and 
Helin), 245-248 Perspective; 
(Chen and Behringer), 320-332 
Oxygen sensing 
role in normal and diseased states (Gi- 
acca et al.), 2183-2194 Meeting 
Review 


P 


pl07 
synergy with Rb mutation in mouse 
retina (MacPherson et al.), 
1681-1694 
tissue-specific tumor suppressor activ- 
ity (Dannenberg et _ al.), 
2952-2962 


p130 
synergy with Rb mutation in mouse 
retina (MacPherson et al.), 
1681-1694 
tissue-specific tumor suppressor activity 
(Dannenberg et al.), 2952-2962 
p160 myb binding protein 
repression of PGC-1a (Fan et al.), 278- 
289 
ploARF 
interaction with Foxmlb 
ichenko et al.), 830-850 
repression of by E2F3 (Aslanian et al.), 
1413-1422 
ubiquitin-mediated degradation (Kuo 
et al.), 1862-1874 
p27Kir! 
modulation of cell migration (Deni- 
court and Dowdy), 851-855 Per- 
spective; (Besson et _ al.), 
862-876 
Skp2-dependent degradation and cell 
cycle progression (Kossatz et 
al.), 2602-2607 
suppression by Foxm1b (Kalinichenko 
et al.), 830-850 
p38 MAPK 
phosphoryltation of PGC-la (Fan et 
al.), 278-289 


(Kalin- 


p44 

modulation of mammalian life span 

(Maier et al.), 306-319 
p53 

activation of senescence by up-regula- 
tion of Smurf? (Zhang and Urist 
et al.), 3028-3040 

cooperativity of loss of function with 
conditional knock-in of Pax3: 
Fkhr (Keller et al.), 2614-2626 

induction of necrosis by alkylating 
DNA damage in deficient cells 
(Zong et al.), 1272-1282 

inhibition in response to ER stress 
(Stavridi and Halazonetis), 241- 
244 Perspective; (Qu et all.), 
261-277 

modulation of mammalian life span by 
short isoform p44 (Maier et al.), 
306-319 

resistance to transformation by onco- 
genic Ras (Woo and Poon), 
1317-1330 

ubiquitin-mediated degradation of Arf 
(Kuo et al.}, 1862-1874 


p63 
initiation of epithelial stratification 
(Koster et al.), 126-131; (Mc- 
Keon), 465-469 Perspective 


p73 
regulation of induction by checkpoint 
kinases (Urist et al.), 3041-3054 
PABP 
See Poly(A)-binding protein 
PAF1 complex 
histone methylation of FLC in Arabi- 
dopsis (He et al.), 2774-2784 





Palindromes 
role in immortalization of budding 
yeast (Maringele and Lydall), 
2663-2675 
Palmitoylation 
role in long-range Hedgehog signaling 
(Chen et al.), 641-659 
Papillomavirus 
structure of E1E2 complex (Abbate et 
al.), 1981-1996 
PAR bZip proteins 
epilepsy in deficient mice (Gachon et 
al.), 1397-1412 


PARP 
induction of necrosis by alkylating DNA 
damage (Zong et al.), 1272-1282 


PASG 
premature aging in deficient mice (Sun 
et al.), 1035-1046 
Pax3 
function in murine limb muscle devel- 
opment (Relaix et al.), 1088- 
1105 
Pax3:Fkhr 
cooperativity of Ink4a/Arf and Trp53 
loss of function (Keller et al.), 
2614-2626 
interference with embryonic Pax3 and 
Pax7 (Keller et al.), 2608-2613 
Pax5 
control of IgH locus activation (Fuxa et 
al.), 411-422 
Pax7 
function in murine limb muscle devel- 
opment (Relaix et al.), 1088-1105 
interference from Pax3:Fkhr (Keller et 
al.), 2608-2613 
PGC-la 
regulation of 
triglyceride metabolism (Zhang et 
al.), 157-169 
mitochondrial biogenesis (Kelly and 
Scarpulla), 357-368 Review 
repression by p160 myb binding pro- 
tein (Fan et al.), 278-289 
PGC-1B 
regulation of mitochondrial biogenesis 
(Kelly and Scarpulla), 357-368 
Review 
PhoP 
protection of response regulator from 
dephosphorylation (Kato and 
Groisman), 2302-2313 
PhoQ 
protection of response regulator from 
dephosphorylation (Kato and 
Groisman), 2302-2313 
Phosphatases 
modulation of response to brassino- 
steroids in Arabidopsis (Mora- 
Garcia et al.), 448-460 
and PP2A regulation of 
FREQUENCY (Yang et al.), 
255-260 
PP5 regulation of ATM (Ali et al.), 
249-254 


Phospholipase D1 
function and regulation of mTOR (Hay 
and Sonenberg), 1926-1945 Re- 
view 
Photoperiodism 
Ehd1 regulation of short-day flowering 
in rice (Doi et al.), 926-936 
Photoreceptor 
phytochrome A desensitization by 
COP!1 (Seo et al.), 617-622 
Phytochrome A signaling 
desensitization by COP1 (Seo et al.}, 
617-622 
PI3 kinase 
block of C/EBPa growth arrest (Wang 
et al.}, 912-925 
PinXI1p 
regulation of telomerase (Lin and 
Blackburn}, 387-396 
Pioneer translation initiation complex 
protein components (Chiu et al.}, 745- 
754 
PIP1 
regulation of telomere length (Ye et 
al.), 1649-1654 
PKC 8 
See Protein kinase C 8 
PLD1 
See Phospholipase D1 
PleD 
role in Caulobacter development (Paul 
et al.), 715-727 
Plexin-Al 
Sema6D function during cardiac de- 
velopment (Toyofuku et al.), 
435-447 
Pluripotency 
reprogramming of cancer nuclei 
(Hochedlinger et al.), 1875-1885 
PmrA 
protection of response regulator from 
dephosphorylation (Kato and 
Groisman), 2302-2313 
PmrB 
protection of response regulator from 
dephosphorylation (Kato and 
Groisman}), 2302-2313 
Poll2 
role in telomere length regulation 
(Grossi et al.), 992-1006 
Polarity, epithelial 
control by Drosophila neoplastic tu- 
mor suppressors (Bilder), 1909- 
1925 Review 
Poly(A)-binding protein 
interaction with adenovirus 100k pro- 
tein (Xi et al.), 1997-2009 
role of UNR in mRNA turnover 
(Chang et al.}, 2010-2023 
Polyadenylation 
regulation by Aurora A and GSK-3 
(Sarkissian et al.), 48-61 
Polybromo proteins 
BAF180 function in cardiac chamber 
maturation (Wang et al.), 3106— 
3116 


Polycomb group 
epigenetic gene regulation and cancer 
(Lund and van Lohuizen}, 2315- 
2335 Review 
Ezh2 regulation of skeletal muscle dif- 
ferentiation (Caretti et al.), 
2627-2638 
identification of target genes |Kirmizis 
et al.), 1592-1605 
recruitment by YY1 and CtBP (Sriniva- 
san and Atchison}, 2596-2601 
Position-effect variegation 
chromatin formation in Drosophila 
(Fyodorov et al.), 170-183 
Su(var) regulation of euchromatin and 
heterochromatin in Drosophila 
{Ebert et al.}, 2973-2983 
POTI1 
interaction with PIP] to regulate telo- 
mere length (Ye et al.), 1649-1654 
PPI 
circadian clock function (Yang et al.), 
255-260 
PP2A 
circadian clock function (Yang et al.}, 
255-260 
regulation of TIF-IA (Mayer et al.}, 
423-434 
PP5 
See Protein phosphatase 5 
PPARy 
regulation of triglyceride metabolism 
(Zhang et al.), 157-169 
role in breast cancer (Saez et al.}, 528- 
540 
PRC 
regulation of mitochondrial biogenesis 
(Kelly and Scarpulla), 357-368 
Review 
Prions 
influence on heritable traits and role 
as infectious agents (Wickner et 
al.), 470-485 Review 
Pristionchus pacificus 
conservation of C. elegans tra-1 (Pires- 
daSilva and Sommer}, 1198-1208 
Procyclin 
cell surface access control in T. brucei 
(Engstler and Boshart), 2798- 
2811 
Progesterone 
stimulation of CPEB-dependent poly- 
adenylation (Sarkissian et al.}, 
48-61 
Promoter Targeting Sequence 
mediation of epigenetic inheritance 
(Lin et al.), 2639-2651 
Promoters 
B-actin and RNA Pol III transcription 
{Hu et al.}, 3010-3015 
identification of new core element for 
RNA Pol II transcription (Lim et 
al.), 1606-1617 -** 
interactions among 6-globin regula- 
tory elements (Patrinos et al.), 
1495-1509 
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Proteasome 
ubiquitin-mediated degradation of Arf 
(Kuo et al.), 1862-1874 
Protein degradation 
ClpX pore recognition of substrates 
(Siddiqui et al.), 369-374 
regulation of p27kip1 by Skp2 (Kossatz 
et al.), 2602-2607 
ubiquitin-mediated turnover of Arf 
(Kuo et al.), 1862-1874 
Protein kinase C 8 
role in Prx I induction during oxidative 
stress (Li et al.}, 1824-1837 
Protein localization 
interaction of SpolIIIAH and SpolIQ 
(Blaylock et al.), 2916-2928 
Protein phosphatase 5 
regulation of ATM (Ali et al.), 249-254 
Prx I 
induction during oxidative stress (Li et 
al.), 1824-1837 
Pten 
genetic interaction with ras (Mao et 
al.), 1800-1805 
PTGS 
See Gene silencing, post-transcrip- 
tional 
Puf6p 
regulation of ASH1 mRNA translation 
(Gu et al.), 1452-1465 
Pyramus 
role in mesoderm patterning (Statho- 
poulos et al.), 687-699 
Pyridoxal kinase 
as target of PAR bZip proteins 
(Gachon et al.}, 1397-1412 


Q 


QTL 
See Quantitative trait loci 
Quantitative trait loci 
use in gene discovery (Hake and Roch- 
eford), 597-601 Perspective 
Quiescence 
APC/C function (Wirth et al.}, 88-98 


R 


Rac 
inactivation by Vilse (Lundstrém), 
2161-2171 
Rad1-Rad10 nuclease 
removal of 3’blocked termini (Guzder 
et al.), 2283-2291 
Rad50 
MRX complex dependence of G-tail 
generation (Larrivé e et al.), 
1391-1396 
Rad54 
cooperation with Lig4 in chromosome 
stabiNty (Mills et al.), 1283- 
1292 
effects of deficiency in Ku80 null mice 
(Couédel et al.), 1293-1304 
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Rad6 
H2B ubiquitylation (Kao et al.), 184- 
195 
Raldh2 
role in vasculogenesis (Bohnsack et 
al.), 1345-1358 
Ran 
phosphorylation of nucleotide ex- 
change factor RCC1 (Li and 
Zheng}, 512-527 
Ras 
oncogenic activation and chromo- 
somal instability (Woo and 
Poon), 1317-1330 
p27*!?! regulation of Rho activity (Bes- 
son et al.), 862-876 
RB 
activation of senescence by up-regula- 
tion of Smurf2 (Zhang and Urist 
et al.), 3028-3040 
function 
in retina (MacPherson et al.), 1681- 
1694 
of Myb in pathway (Lipsick), 2837- 
2844 Perspective; (Lewis et al.), 
2929-2940 
tissue-specific activity of pocket pro- 
teins (Dannenberg et al.}, 2952- 
2962 
RCC1 
regulation of RanGTP production (Li 
and Zheng}, 512-527 
RCN proteins 
phosphorylation by GSK-3 (Hilioti et 
al.), 35-47 
Receptor endocytosis 
regulation by Tal (Amit et al.), 1737- 
1752 
Receptor-like kinase 
suppression by geminivirus nuclear 
shuttle protein (Fontes et all.), 
2545-2556 
RecQ 
processing of replication forks 
(Hishida et al.), 1886-1897 
REDD 1 
regulation of mTOR in response to hy- 
poxia (Brugarolas et al.), 2893- 
2904 
Relish 
regulation of JNK-mediated immune 
response in Drosophila (Park et 
al.), 584-594 
Replication 
See DNA replication 
Replication origin 
interaction with DHFR promoter 
(Saha et al.), 397-410 
Replication pausing 
RNase-sensitive DNA modifications 
in S. pombe (Vengrova et al.), 
794-804 
REST/NRSF 
conversion of myoblasts to neuronal 
phenotype (Watanabe et al.), 
889-900 


Retina 
Rb function (MacPherson et al.), 1681- 
1694 
Retinoblastoma 
Rb function in retina (MacPherson et 
al.), 1681-1694 
tissue-specific activity of pocket pro- 
teins (Dannenberg et al.), 2952- 
2962 
Retinoic acid 
regulation of vascular development 
(Bohnsack et al.), 1345-1358 
Rev 
hRIP as essential cofactor (Sanchez- 
Velar et al.), 23-34 
Rheb 
function and regulation of mTOR (Hay 
and Sonenberg), 1926-1945 Re- 
view 
RhoA 
regulation by p27*!?! (Denicourt and 
Dowdy), 851-855 Perspective; 
(Besson et al.), 862-876 
RhoBTB 
substrate of Cul3 ubiquitin ligase com- 
plex (Wilkins et al.), 856-861 
Ribosome 
export 
requirement for Rrp12p (Oeffinger et 
al.), 196-209 
scanning 
reinitiation of translation on mam- 
malian mRNAs (Péyry et al.), 
62-75 
shunting 
promotion by adenovirus 100k pro- 
tein (Xi et al.), 1997-2009 
synthesis 
dependence of cell size (Rudra and 
Warner), 2431-2436 Perspective; 
(Jorgensen et al.), 2491-2505 
Ribosomes 
association with shuttling SR proteins 
(Sanford et al.), 755-768 
pre-rRNA transcription and processing 
(Gallagher et al.), 2506-2517 
Rice 
Ehd1 regulation of short-day flowering 
(Doi et al.), 926-936 
Rifl 
checkpoint function (Silverman et al.}, 
2108-2119 
RISC 
See RNA-induced silencing complex 
RNA 
export 
hRIP as essential Rev _ cofactor 
(Sanchez-Velar et al.), 23-34 
length as key pathway determinant 
(Masuyama et al.), 2074— 
2085 
link with mRNA surveillance 
(Hieronymus et al.}, 2652-2662 
systems view of mRNP biology 
(Hieronymus and Silver), 2845- 
2860 Review 





interference 
AGO1 regulation of miRNA pathway 
(Vaucheret et al.), 1187-1197 
developmental timing in plants 
(Peragine et al.), 2368-2379 
distinct roles for Argonaute proteins 
(Okamura et al.), 1655-1666 
function of miR171 in plants (Par- 
izotto et al.), 2237-2242 
IES elimination in Tetrahymena 
(Mochizuki and Gorovsky), 
2068-2073 
target RNA cleavage mechanism of 
RISC (Martinez and Tuschl), 
975-980 
transcriptional and_post-transcrip- 
tional silencing in S. pombe 
(Sigova et al.), 2359-2367 
viral inhibitors of small RNA incor- 
poration into RISC (Chapman et 
al.), 1179-1186 
polymerase I 
regulation by mTOR (Mayer et al.), 
423-434 
polymerase II 
COBRAI repression of ERa-medi- 
ated gene activation (Aiyar et 
al.), 2134-2146 
transcription elongation (Sims et 
al.), 2437-2468 Review 
polymerase III 
role of §-actin in transcription (Hu 
et al.), 3010-3015 
processing 
Drosha interaction with DGCR8 
(Urist et al.), 3028-3040 
systems view of mRNP biology 
(Hieronymus and Silver), 2845- 
2860 Review 
tRNA surveillance and degradation 
pathway (Kadaba et al.), 1227- 
1240 
recognition motif 
protein binding (Kielkopf et al.}, 
1513-1526 Review 
ribosomal 
mTOR regulation of Pol I transcrip- 
tion (Mayer et al.), 423-434 
precursor transcription and process- 
ing (Gallagher et al.), 2506-2517 
small nuclear 
length as key export pathway deter- 
minant (Masuyama et l.), 
2074-2085 
small-interfering 
transcriptional and post-transcrip- 
tional silencing in S. pombe 
(Sigova et al.), 2359-2367 
RNA- induced silencing complex 
distinct roles for Argonaute proteins 
(Okamura et al.), 1655-1666 
target RNA cleavage mechanism (Mar- 
tinez and Tuschl), 975-980 
viral inhibitors of miRNA incorpora- 
tion (Chapman et al.), 1179- 
1186 


ROCK 
inhibition by p27*!”' (Denicourt and 
Dowdy), 851-855 Perspective; 
(Besson et al.), 862-876 
Root 
BRX regulation of growth (Mouchel et 
al.), 700-714 
Rpbsuh 
vascular defects in null mice (Krebs et 
al.), 2469-2473 
Rrm3p 
effects on replication and genome sta- 
bility (Torres et al.), 498-503 
Rrpl2p 
ribosome export (Oeffinger et al.), 196- 
209 
Rrp6 
role in mRNA export (Hieronymus et 
al.), 2652-2662 
RseA 
inhibition of proteolysis (Grigorova et 
al.}, 2686-2697 
role of SspB in delivery to ClpXP 
(Flynn et al.), 2292-2301 
RseB 
negative regulation of RseP/YaeL 
(Grigorova et al.), 2686-2697 
RseP 
negative regulation by RseB and DegS 
(Grigorova et al.}, 2686-2697 
RTP801 
regulation of mTOR in response to hy- 
poxia (Brugarolas et al.), 2893- 
2904 
Runx2 
role in chondrocyte maturation (Yoshida 
et al.), 952-963 
Runx3 
role in chondrocyte maturation {Yoshida 
et al.), 952-963 


32 


heat shock response (Guisbert et al.), 

2812-2821 
S6K 

function and regulation of mTOR (Hay 
and Sonenberg), 1926-1945 Re- 
view 

hypoxia-induced down-regulation in 
Drosophila (Reiling and Hafen), 
2879-2892 

REDD1 regulation of mTOR in re- 
sponse to hypoxia (Brugarolas et 
al.), 2893-2904 

Saccharomyces cerevisiae 

arginine methylation and mRNP dy- 
namics (Yu et al.), 2024-2035 

decrease in NADH caused by calorie 
restriction (Lin et al.), 12-16 

dependence of cell size on ribosome 
synthesis (Rudra and Warner), 
2431-2436 Perspective;  (Jor- 
gensen et al.), 2491-2505 


filamentous growth in response to 
Msb?2 signaling (Cullen et al.), 
1695-1708 
genome instability in absence of 
Rrm3p (Torres et al.), 498-503 
interaction of Kar9 with Cdk1-Clb4 
(Maekawa and Schiebel]}, 1709- 
1724 
link between MRNA surveillance and 
export (Hieronymus et l.), 
2652-2662 
mitochondrial proteins regulating pro- 
grammed cell death (Fannjiang 
et al.), 2785-2797 
MRX complex dependence of G-tail 
generation (Larrivé e et al.}, 
1391-1396 
negative regulation of DNA replica- 
tion by Sir2p (Pappas et al.}, 
769-781 
regulation of ASH1 mRNA translation 
by Puf6p (Gu et al.), 1452-1465 
spindle checkpoint destabilization of 
Cdc20p (Pan and Chen), 1439- 
1451 
telomerase- and recombination-inde- 
pendent immortalizat:on (Ma- 
ringele and Lydall), 2663-2675 
Tral as in vivo Gal4 target (Bhaumik 
et al.), 333-343 
tRNA surveillance and degradation 
pathway (Kadaba et al.), 1227- 
1240 
SAGA 
interactions with TBP and TFIIA 
(Warfield et al.), 1022-1034 
Tral as in vivo Gal4 target (Bhaumik 
et al.), 333-343 
Salmonella enterica 
protection of response regulator from 
dephosphorylation (Kato and 
Groisman), 2302-2313 
Scan RNAs 
role in Tetrahymena genome rear- 
rangement (Mochizuki and Go- 
rovsky), 2068-2073 
SCARECROW 
asymmetric cell division in Arabidop- 
sis (Heidstra et al.), 1964-1969 
Sch9 
role in ribosome synthesis (Jorgensen 
et al.), 2491-2505 
Schizosaccharomyces pombe 
Chkl requirement for Rad4—-Rad9 in- 
teraction (Furuya et al.), 1154—- 
1164 
NIMA kinase modulation of Sin activ- 
ity (Grallert et al.), 1007-1021 
RNase-sensitive DNA modifications 
in the mat! locus (Vengrova et 
al.), 794-804 
transcriptional and __post-transcrip- 
tional silencing (Sigova et al.), 
2359-2367 
scribble 
control of epithelial polarity and pro- 
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liferation in Drosophila (Bilder), 
1909-1925 Review 
Scylla 
hypoxia-induced down-regulation of 
S6K in Drosophila (Reiling and 
Hafen), 2879-2892 
oF 
function of RseB and DegS in envelope 
stress response (Grigorova et 
al.), 2686-2697 
Segmentation 
molecular mechanism controlling 
somitogenesis (Aulehla and 
Herrmann), 2060-2067 Review 
Sema3A 
control of neuronal migration (Schwarz 
et al.}, 2822-2834 
Semaphorin 
Sema6D function during cardiac de- 
velopment (Toyofuku et al.), 
435-447 
Semaphorins 
control of neuronal migration 
(Schwarz et al.), 2822-2834 
Senescence 
DNA damage response proteins in 
telomere maintenance (d’Adda 
di Fagagna et al.), 1781-1799 Re- 
view 
effects of PASG gene disruption in 
mice (Sun et al.), 1035-1046 
resistance to immortalization with in- 
creased Ink4a/Arf gene dosage 
(Matheu et al.), 2736-2746 
up-regulation of Smurf2 (Zhang and 
Urist et al.), 3028-3040 
Septum initiation networks 
modulation by NIMA kinase in S. 
pombe (Grallert et al.), 1007- 
1021 
SET domain proteins 
epigenetic gene regulation and cancer 
{Lund and van Lohuizen), 2315- 
2335 Review 
Sex determination 
conservation of C. elegans tra-1 in dis- 
tantly related species (Pires- 
daSilva and Sommer), 1198- 
1208 


Sfpl 
role in ribosome synthesis (Jorgensen 
et al.), 2491-2505 
SGS2/SDE1/RDR6 
role in Arabidopsis developmental 
timing (Peragine et al.), 2368- 
2379 


SGS3 
role in Arabidopsis developmental 
timing (Peragine et al.), 2368- 
2379 
Shoot stem cells 
induction in root by WUSCHEL (Gal- 
lois et al.), 375-380 
Simian virus 40 large T antigen 
disruption of DNA replication control 
(Wu et al.), 1305-1316 
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SIN 
See Septum initiation networks 
Sir2 
activation by calorie restriction (Lin et 
al.), 12-16 
SIR2 
negative regulation of DNA replica- 
tion (Pappas et al.), 769-781 
siRNA 
See RNA, small-interfering 
Skeleton 
role of Tbx18 in somite development 
(Bussen et al.), 1209-1221 
Skin 
MIM/BEG4 potentiation of Gli-depen- 
dent transcription (Callahan et 
al.), 2724-2729 
Pten and ras pathways in tumor pro- 
gression (Mao et al.), 1800-1805 
Skp2 
degradation of p27kip1 and cell cycle 
progression (Kossatz et al.), 
2602-2607 
Slik 
promotion of epithelial integrity 
(Hipfner et al.), 2243-2248 
Slit 
Vilse mediation of Robo repulsion 
(Lundstrém), 2161-2171 
Slx9 
role in mRNA export (Hieronymus et 
al.), 2652-2662 
Smad1 
convergence of BMP and MAPK sig- 
naling pathways (Aubin et al.}, 
1482-1494 
SMC proteins 
phosphorylation in ATM DNA dam- 
age pathway (Kitagawa et all.), 
1423-1438 
chromosome condensation 
(Lavoie et al.), 76-87 
SMO-1 
role in C. elegans gonadal and uterine- 
vulval development (Broday et 
al.), 2380-2391 
Smooth muscle cells 
Notch3 requirement for maturation 
(Domenga et al.}, 2730-2735 
Smurf2 
activation of senescence (Zhang and 
Urist et al.), 3028-3040 


rDNA 


Snail 
attenuation of cell cycle and resistance to 
cell death (Vega et al.), 1131-1143 
epithelial-mesenchymal transition 
(Timmerman et al.}, 99-115 
SOCS-box 
binding specificity of Cul5-Rbx2 (Ka- 
mura et al.), 3055-3065 
regulation of HIV-1 Vif—Cul5 assembly 
(Mehle et al.), 2861-2866; (Yu et 
al.), 2867-2872 
Somatic hypermutation 
generation of antibody diversity (Li et 
al.), 1-11 Review 


Somite 
molecular mechanism controlling seg- 
mentation (Aulehla and Herr- 
mann), 2060-2067 Review 
role of Tbx18 in development (Bussen 
et al.), 1209-1221 
Somitogenesis 
molecular mechanism (Aulehla and 
Herrmann}, 2060-2067 Review 
Wnt regulation of DIl1 in presomitic 
mesoderm (Hofmann et al.}, 
2712-2717 
Sonic hedgehog 
MIM/BEG4 potentiation of Gli-depen- 
dent transcription (Callahan et 
al.), 2724-2729 
patterning and growth during craniofa- 
cial development (Jeong et al.), 
937-951 
SOS signaling 
role of RecQ (Hishida et al.), 1886- 
1897 
Sox2 
conversion of oligodendrocyte precur- 
sor cells to neural stem cells 
(Kondo and Raff}, 2963-2972 
Sox9 
attenuation by cGKII (Chikuda et al.), 
2418-2429 
regulation of chondrocyte differentia- 
tion (Akiyama et al.), 1072- 
1087 
Sphingosine 1-phosphate receptor 
mechanism of vascular maturation 
(Paik et al.), 2392-2403 
Spindle 
Cdc14 and the FEAR network in ana- 
phase (D’Amours and Amon), 
2581-2595 Review 
conserved kinetochore protein net- 
work (Cheeseman et al.), 2255- 
2268 
checkpoint 
aneuploidy in mps1 mutant ze- 
brafish (Poss et al.}, 1527-1532 
destabilization of Cdc20p (Pan and 
Chen), 1439-1451 
generation of RanGTP on mitotic 
chromosomes (Li and Zheng}, 
512-527 
interaction of Kar9 with Cdk1-Clb4 
(Maekawa and Schiebel), 1709- 
1724 
Spink5 
effects of gene deficiency in mice 
(Yang et al.}, 2354-2358 
Splicing 
computational identification of se- 
quence motifs (Zhang and Cha- 
sin}, 1241-1250 
enhancement of mRNA translation 
(Nott et al.), 210-222 
role of shuttling SR proteins in mRNA 
translation (Sanford et al.), 755- 
768 
systems view of mRNP biology (Hi- 





eronymus and Silver), 2845- 
2860 Review 
Sporulation 
interaction of SpolIIAH and SpolIlQ 
(Blaylock et al.), 2916-2928 
SR proteins 
role in mRNA translation (Sanford et 
al.), 755-768 
SRC-1 
gene regulation (Zhang et al.), 1753-1765 
SspB 
delivery of RseA to ClpXP (Flynn et 
al.), 2292-2301 
SSU processome 
pre-rRNA transcription and processing 
(Gallagher et al.), 2506-2517 
Statl 
Fgfr3 signaling inhibition of bone 
growth (Murakami et al.}, 290- 
305 
STAT3 
TGF-8-mediated m: ..derm induction 
(Ohkawara < | °.), 381-386 
Stat5 
interactions with glucocorticoid re- 
ceptor (Tronche et al.), 492-497 
Ste20 kinase 
promotion of epithelial integrity by 
Slik (Hipfner et al.), 2243-2248 
Stem cells 
conversion of myoblasts to neuronal 
phenotype (Watanabe et al.), 
889-900 
embryonic 
reprogramming of cancer nuclei 
(Hochedlinger et al.), 1875-1885 
hematopoietic 
c-Myc control of self-renewal and 
differentiation (Wilson et al.), 
2747-2763 
Tel/Etv6 regulation of survival 
(Hock et al.), 2336-2341 
neural 
chromatin remodeling in conversion 
of oligodendrocyte precursor 
cells (Kondo and Raff), 2963- 
2972 
Notch regulation of differentiation 
(Hitoshi et al.), 1806-1811 
Steroid receptor coactivators 
differential gene regulation (Zhang et 
al.), 1753-1765 
Stnl 
role in telomere length regulation 
(Grossi et al.}, 992-1006 
Stress response 
function of RseB and Deg$S in of path- 
way (Grigorova et al.), 2686- 
2697 
Stress, oxidative 
induction of death by CHOP (Marcin- 
iak et al.), 3066-3077 
removal of 3’blocked termini (Guzder 
et al.), 2283-2291 
role of c-Abl and Atm (Li et al.), 1824— 
1837 


Su(var) genes 
regulation of euchromatin and hetero- 
chromatin in Drosophila (Ebert 
et al.), 2973-2983 
Sufu 
association with MIM/BEG4 (Calla- 
han et al.), 2724-2729 
SUMO 
regulation of protein activity and lo- 
calization (Gill), 2046-2059 Re- 
view 
requirement for C. elegans gonadal 
and uterine-vulval development 
(Broday et al.), 2380-2391 
Supercoiling 
E. coli topological domains (Postow et 
al.), 1766-1779 
Suz12 
identification of target genes (Kirmizis 
et al.), 1592-1605 
SV40 T antigen 
See Simian virus 40 large T antigen 
SWI/SNF 
interaction with CARMI (Xu et al.}, 
144-156 
Syndecans 
role in muscle development and regen- 
eration (Cornelison et al.), 
2231-2236 
SynGAP 
role in axon outgrowth (Tomoda et 
al.), 541-558 
synMuv 
function of Myb in E2F-RB complex 
(Lipsick), 2837-2844 Perspec- 
tive; (Lewis et al.), 2929-2940 
Syntenin 
role in axon outgrowth (Tomoda et 
al.), 541-558 
Systems behavior 
gene regulatory circuit design and evo- 
lution (Atsumi and _ Little), 
2086-2094 
Systems biology 
mRNP biology (Hieronymus and Sil- 
ver), 2845-2860 Review 


T 


T cells 
Pax5 induction of IgH locus activation 
(Fuxa et al.), 411-422 
TAKI 
See also TGF-&beta-activated kinase 1 
regulation of JNK-mediated immune 
response in Drosophila (Park et 
al.), 584-594 
Tal 
regulation of receptor endocytosis 
(Amit et al.), 1737-1752 
Target of rapamycin 
dependence of cell size on ribosome 
synthesis (Rudra and Warner), 
2431-2436 Perspective;  (Jor- 
gensen et al.), 2491-2505 


re-evaluation of Tsc2 as Akt substrate 
(Dong and Pan), 2479-2484 
TATA box 
interaction with the MTE (Lim et al.}, 
1606-1617 
Tazl 
regulation o: double-strand break re- 
pair (Ferreira and Cooper), 
2249-2254 
TBP 
interaction with SAGA (Warfield et 
al.), 1022-1034 
Tbx18 
role in somite development (Bussen et 
al.), 1209-1221 
Tel/Etv6 
regulation of hematopoietic stem cell 
survival (Hock et al.), 2336- 
2341 
Telomerase 
holoenzyme proteins (Witkin and Col- 
lins), 1107-1118 
independent immortalization of bud- 
ding yeast (Maringele and Ly- 
dall), 2663-2675 
regulation by PinX1Ip (Lin and Black- 
burn), 387-396 
repressor targeted by HPV E6/E6-AP 
(Gewin et al.), 2269-2282 
Telomere 
activation of senescence by up-regula- 
tion of Smurf2 (Zhang and Urist 
et al.), 3028-3040 
cell cycle regulation of double-strand 
break repair (Ferreira and Coo- 
per), 2249-2254 
MRX complex dependence of G-tail 
generation (Larrivé e et al.}, 
1391-1396 
protection by Drosophila ATM (Oike- 
mus et al.), 1850-1861 
regulation of 
length by Poll2 and Stn1 (Grossi et 
al.), 992-1006 
length by PIP (Ye et al.}, 1649-1654 
Rifl checkpoint function (Silverman 
et al.), 2108-2119 
role of DNA damage response proteins 
in maintenance (d’Adda di 
Fagagna et al.), 1781-1799 Re- 
view 
telomere fusion 
encoding of Drosophila ATM (Oike- 
mus et al.}, 1850-1861 
Tetrahymena 
role of scan RNAs in genome rear- 
rangement (Mochizuki and Go- 
rovsky), 2068-2073 
telomerase holoenzyme proteins (Wit- 
kin and Collins), 1107-1118 
TFIA 
interaction with SAGA (Warfield et 
al.), 1022-1034 
TGFE-6 
See Transforming growth factor B 
TGF-f-activated kinase 1 
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TGF-8-mediated mesoderm induction 
(Ohkawara et al.), 381-386 
WNT-1 induction of Myb degradation 
(Kanei-Ishii et al.), 816-829 
Thermoregulation 
protein cell surface access control in T. 
brucei (Engstler and Boshart), 
2798-2811 
Thisbe 
role in mesoderm patterning (Statho- 
poulos et al.}, 687-699 
TIFIB 
interaction with HP1 (Cammas et al.}, 
2147-2160 
TIF-IA 
regulation by mTOR (Mayer et al.), 
423-434 
TIN2 
interaction with PIP1 to regulate telo- 
mere length (Ye et al.), 1649- 
1654 
TNF 
See Tumor necrosis factor 
TNFRI 
See Tumor necrosis factor receptor 1 
TopBP1 
regulation of E2Fl-mediated apoptosis 
(Liu et al.), 673-686 
TOR 
See Target of rapamycin 
Tral 
revealed by FRET as Gal4 target (Bhau- 
mik et al.), 333-343 
tra-1 
conservation of C. elegans gene in dis- 
tantly related species (Pires- 
daSilva and Sommer}, 1198- 
1208 
Transcription 
B-actin and RNA Pol III function (Hu 
et al.), 3010-3015 
cell cycle-specific regulation by E2F6 
(Giangrande et al.), 2941-2951 
DHFR promoter-origin interactions 
(Saha et al.j, 397-410 
DNA trajectory in the Gal represso- 
some (Semsey et al.}, 1898-1907 
EKLF spatial organization of the 8-glo- 
bin locus (Drissen et al.}, 2485- 
2490 
epilepsy in PAR bZip protein-deficient 
mice (Gachon et al.}, 1397-1412 
Ezh2 regulation of skeletal muscle dif- 
ferentiation (Caretti et all.), 
2627-2638 
identification of new core element in 
RNA Pol II promoters (Lim et 
al.), 1606-1617 
interactions among f-globin regula- 
tory regions (Patrinos et al.), 
1495-1509 
intracellular formation of G4 DNA 
(Duquette et al.), 1618-1629 
localization of ORC to specific chro- 
mosomal sites (MacAlpine et 
al.), 3094-3105 
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long-range looping by \ CI repressor 
(Dodd et al.), 344-354 
mTOR regulation of Pol I (Mayer et 
al.), 423-434 
MyoD-mediated feed-forward pattern- 
ing of gene expression (Penn et 
al.), 2348-2353 
NF-«B signaling pathways (Hayden 
and Ghosh}, 2195-2224 Review 
nuclear organization of gene activity 
(Kosak and Groudine), 
1371-1384 Review 
nuclear reorganization of the HoxB lo- 
cus (Chambeyron and Bick- 
more), 1119-1130 
PTS mediation of epigenetic inherit- 
ance (Lin et al.), 2639-2651 
Rad6 catalysis of H2B ubiquitylation 
(Kao et al.), 184-195 
regulation of mitochondrial biogenesis 
(Kelly and Scarpulla), 357-368 
Review 
RNA Pol II elongation factors (Sims et 
al.), 2437-2468 Review 
SAGA interactions with TBP and 
TFIIA (Warfield et al.), 
1022-1034 
somatic hypermutation and _ class 
switch recombination (Li et al.), 
1-11 Review 
systems view of mRNP biology 
(Hieronymus and Silver), 2845- 
2860 Review 
TIF1£ interaction with HP1 (Cammas 
et al.), 2147-2160 
Trip6 regulation of AP-1 and NF-«B func- 
tion (Kassel et al.), 2518-2528 
YY1 recruitment of Polycomb group 
proteins (Srinivasan and Atchi- 
son), 2596-2601 
Transfer RNA 
surveillance and degradation pathway 
(Kadaba et al.), 1227-1240 
types, synthesis and role in translation 
(Ibba and Sdéll), 731-738 Review 
Transformation 
cooperation of chromosomal instabil- 
ity and gene mutations (Woo 
and Poon}, 1317-1330 
Transforming growth factor B 
convergence of BMP and MAPK sig- 
naling pathways via Smadl 
(Aubin et al.), 1482-1494 
down-regulation in Raldh2 null mice 
(Bohnsack et al.), 1345-1358 
epithelial-mesenchymal transition 
(Timmerman et al.), 99-115 
movement of signaling proteins 
through tissues (Zhu and Scott), 
2985-2997 Review 
TAK1-NLK-STAT3 pathway in meso- 
derm induction (Ohkawara et 
al.), 381-386 
Translation 
components of the pioneer initiation 
complex (Chiu et al.), 745-754 


coupling to mRNA turnover by UNR 
(Chang et al.), 2010-2023 
dissociation of eIF proteins from ribo- 
somal subunits (Unbehaun et 
al.), 3078-3093 
enhancement by splicing (Nott et al.), 
210-222 
promotion of ribosome shunting by 
adenovirus 100k protein (Xi et 
al.), 1997-2009 
reinitiation on mammalian mRNAs 
(Pdyry et al.), 62-75 
repression 
by GLD-1 (Lee 
1047-1059 
by Puf6p (Gu et al.), 1452-1465 
specificity of target selection 
(Doench and Sharp), 504-511 
role of shuttling SR proteins (Sanford 
et al.), 755-768 
stimulation of CPEB-dependent poly- 
adenylation (Sarkissian et all.), 
48-61 
systems view of mRNP biology 
(Hieronymus and Silver), 2845- 
2860 Review 
types and synthesis of aa-tRNAs (Ibba 
and Sdll), 731-738 Review 
Translocations, chromosomal 
role of MLL in leukemia (Daser and 
Rabbitts}, 965-974 Review 


and__ Sched), 


TRF1 
tethering to POT] via PIP1 (Ye et al.), 
1649-1654 
TRF4 
tRNA surveillance and degradation path- 
way (Kadaba et al.), 1227-1240 
Triglyceride metabolism 
regulation by PGC-1la and FXR (Zhang 
et al.), 157-169 
Trp53 
See p53 
Truncate mutation 
role of Not in notochord development 
(Abdelkhalek et al.), 1725-1736 
Trypanosoma brucei 
protein cell surface access control 
(Engstler and Boshart), 2798- 
2811 
TSC1/TSC2 
function and regulation of mTOR (Hay 
and Sonenberg), 1926-1945 Re- 
view 
regulation of mTOR in response to hy- 
poxia (Brugarolas et al.), 2893- 
2904 
Tsc2 
re-evaluation as Akt substrate (Dong 
and Pan}, 2479-2484 
Tsgl01 
See Tumor suppressor gene 101 
Tumor necrosis factor 
Hsp70 enhancement of apoptosis 
(Ran et al.), 1466-1481 
potentiation by JNK (Ventura et al.), 
2905-2915 





receptor | 
inhibition of induced epidermal pro- 
liferation by RelA (Zhang et al.), 
17-22 
Tumor suppressor gene 101 
monoubiquitylation by Tal (Amit et 
al.), 1737-1752 
Tumor suppressors 
control of epithelial polarity and pro- 
liferation in Drosophila (Bilder), 
1909-1925 Review 
OVCAI function (Jensen and Helin), 
245-248 Perspective; (Chen and 
Behringer), 320-332 
Tumorigenesis 
defective apoptotic response to hy- 
poxia (Nelson et al.}, 2095-2107 
FAK function in malignant progres- 
sion (McLean et al.}, 2998-3003 
hypoxia in normal and diseased states 
(Giacca et al.), 2183-2194 Meet- 
ing Review 
MIM/BEG4 potentiation of Gli-depen- 
dent transcription (Callahan et 
al.), 2724-2729 
Twilp 
interaction with small RNAs in Tetra- 
hymena (Mochizuki and Go- 
rovsky), 2068-2073 


U 


U2AF homology repeats 
protein recognition (Kielkopf et al.}, 
1513-1526 Review 
Ubiquitin 
degradation of Arf (Kuo et al.}, 1862-1874 
ligase 
binding specificity of Cul2-Rbx1 
and Cul5-Rbx2 (Kamura et al.}, 
3055-3065 
enhancement of activity by COP10- 
DDBI1-DET1 complex (Yanagawa 
et al.), 2172-2181 
regulation of 
HIV-1 Vif-Cul5 assembly (Mehle 
et al.), 2861-2866; (Yu et al.), 
2867-2872 
receptor endocytosis by Tal (Amit 
et al.), 1737-1752 
RhoBTB as Cul3 substrate (Wilkins 
et al.), 856-861 
similarities and differences of SUMO 
function (Gill), 2046-2059 Re- 
view 
telomerase repressor targeted by HPV 
E6/E6-AP (Gewin et al.), 2269- 
2282 
Unc51.1 
role in axon outgrowth (Tomoda et 
al.}, 541-558 
Unfolded protein response 
inhibition of p53 (Stavridi and Halazo- 


netis), 241-244 Perspective; (Qu 
et al.), 261-277 
UNR 
role in mRNA turnover (Chang et al.), 
2010-2023 
Upf proteins 
enhancement of mRNA translation 
(Nott et al.}, 210-222 
Ustilago maydis 
induction of sexual development (Gar- 
rido et al.}, 3117-3130 


Vv 


V(D)J recombination 
Pax5 control of IgH locus activation 
(Fuxa et al.), 411-422 
Vascular endothelial growth factor 
control of neuronal migration 
(Schwarz et al.), 2822-2834 
receptor type 2 
function during cardiac develop- 
ment (Toyofuku et al.), 435-447 
Vasculogenesis 
defects in D1/4 heterozygous deletion 
mice (Krebs et al.), 2469-2473; 
(Duarte et al.), 2472-2478 
Heyl and Hey2 as Notch effectors 
(Fischer et al.}, 901-911 
regulation by hierarchical signaling 
(Bohnsack et al.), 1345-1358 
VEGF 
See Vascular endothelial growth fac- 
tor 
VEGFR2 
See Vascular endothelial growth factor 
receptor type 2 
Vestibular system 
effects of mutations in Nox3 (Paffen- 
holz et al.), 486-491 
VHL-box proteins 
binding specificity of Cul2-Rbx1 (Ka- 
mura et al.), 3055-3065 
Vif 
identification of novel SOCS-box 
(Mehle et al.), 2861-2866; (Yu et 
al.), 2867-2872 
Vilse 
component of Robo signaling (Lund- 
strom), 2161-2171 


Ww 


WAT 
See White adipose tissue 
White adipose tissue 
effects of C/EBP gene replacement 
(Chiu et al.), 1970-1975 
JNK activation by JIP1 (Jaeschke et al.}, 
1976-1980 
Wnt signaling 
BCL9-2 modulation of B-catenin func- 


tion (Brembeck et al.), 2225- 
2230 
effects of Apc loss in vivo (Sansom et 
al.), 1385-1390 
induction of 
joint formation (Guo et al.), 2404— 
2417 
Myb degradation (Kanei-Ishii et al.}, 
816-829 
molecular mechanism controlling 
somitogenesis (Aulehla and 
Herrmann), 2060-2067 Review 
movement of proteins through tissues 
(Zhu and Scott), 2985-2997 Re- 
view 
regulation of 
chondrocyte differentiation by B- 
catenin (Akiyama et al.}, 1072- 
1087 
DIl1 in presomitic mesoderm (Hof- 
mann et al.), 2712-2717 
role of PPARy in breast cancer (Saez et 
al.), 528-540 
WUSCHEL 
induction of shoot stem cell identity 
in the root (Gallois et al.), 375- 
380 


x 


Xenopus 
regulation of 

chondrocyte differentiation by Sox9 
and 8-catenin (Akiyama et al.), 
1072-1087 

progesterone- and insulin-induced 
protein translation (Sarkissian 
et al.), 48-61 


Y 


Yael 
negative regulation by RseB and DegS 
(Grigorova et al.), 2686-2697 
Yral 
methylation by Hmtl (Yu et al.), 
2024-2035 
YYl 
recruitment of Polycomb group pro- 
teins (Srinivasan and Atchison), 
2596-2601 


z 
Zebrafish 
Aneuploidy in mps/ mutants (Poss et 
al.), 1527-1532 
role of Iguana in Hedgehog signaling 
(Wolff et al.), 1565-1576 
Zinc finger proteins 
role of Iguana in Hedgehog signaling 
(Wolff et al.), 1565-1576 
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